Genome Network Project_Entry clone Gene Engineering Division
RIKEN BioResource Center

RIKEN_Clone ID : WO1A054M07

Vector : pENTR/D-TOPO Gene PITX1
Accession No. | BC003685.1 1299 bp 1.1299
CcDS 945 bp 135..1079
@ Plasmid DNA purification
Date: 130300 Culture : LB (25 ug/ml Kanamycin) 5 ml => at 37 deg C over night
Date : {30309 Purification : QIAGEN Miniprep kit —> dH,O0 100 ul

@ Digestion by restriction enzyme/Concentrarion calibration

Date: (30309

DNA concentration (0.D.):__ [ Z| ng/ul
DNA 0.2 ul
Enzyme (Notl + BssHIl ) 0.5+ 0.5 ul
Buffer H 1 ul
dH,0 7.8 _ul
Total 10 ul

Erectrophoresis : 1% agarose gel, 1x TAE Buffer

Marker : 2-Log DNA Ladder (NEB#N3200L)
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<{Expected size of fragment from BC003685.1 CDS>
...2593, 1045 bp.
@ Confirmation of the insertion sequence @ Adjustment of DNA concentration
Shipping amount : 40 ul
Date: 130313 Concentration at the time of preparation of plasmid DNA : 25 ng
Primer A M13 Date: /2037 ¥
Primer B T7 long
Primer C = DNA (/& / _ng/ul) 54
- 10x TE 5 ul
S st Of. http://dna.brc.riken jp/ deO ; giiy
equencing | oh/GNPclone3en.html 2 3088 ul
Primers Total L 4§ 3l

APPROVED BY :

http://dna.brc.riken jp/index.html



» Applied

) BibSystems WO1A054M07_A3Bm_M13(-40)_D08_11 Inst Model/Name 3500/3500 Instrument
Primer A : M13 WO1A054M07_A3Bm_M13(-40) Mar 13,2013 11:29AM, JST
SINGI56A26T:23Cd8 . KB_3500_POP7_BDTv3.mob Mar 13,2013 12:06PM, JST
KB.bcp TTCCCAGTCACGACGTTGTA 3 Pts 1376 to 13819 Pk1 Loc:1353 Spacing:12.02 Pts/Panel1350
KB1.4.1.8 Cap:11 Version 5.4 HiSQV Bases: 1040 Plate Name: 20130313_DNAbank_GNP
7 CCGICCCEG TIC TAAGC 'CCG GLECCCC 2 T TGEAT DTTAT TTT GRAC PG ATAGTGICETGT TCGTTGE CAAATTG ATGAGCAAT GO TTTTTIATAATGCCAACTTTGIAC
1 11 2 31 41 51 61 71 81 91 10 L1

1276
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131 NotL 141 151 161 171 181 Start 149 201 211 221
attll Vecror & > Insert

mww/z» » lustli ,

3GCTCCGGCCGCCGCCBCCGCCACCCCATGACATGGGGCCCGCCTTCCACCTIGGCCCGGCCCCCCGACCCCCGCGAGCCGCTCGAGS CTCCGCCAGCGAGTCGTCTGACACGGA
231 241 251 261 271 281 291 301 311 321 331 341 |

,‘mn:mmﬂﬂ—uﬂmnmmmwmmﬂﬁﬁnnﬂﬂﬁ CCGCTAGGGAT CAGGGT TAGAAGGAGCCGCCACJATGGACGCCTTC GGGGGGCATGAGCCTGGAGCGGCTGCLCGGAGGH

1276

= sttt et \ f

GCTGCCAGAGALGGAGCGCGGCGGGGAACCCAAGGGGCCCGAGGACAGTGGTGC GGGAGGCACGGGCTGCGGCGGCGLCAGACGACCCAGCC G CAAGAAGCAGCGGCGGCY
o L 361 Bl 381 391 401 411 421 431 441 451

" il | i i

CGTACGCACTTCACAAGCCAGCAGTTGCAAGAGCTAGAGGCCACGTTCCAGAGG CCGCTACCCCGACATGAGCATGAGGGAGGAGATCGCCGTGTGGACCAACCTCACC

461 471 481 491 501 511 521 531 541 B el 561
1276
. %éégé?@?i%é% é%@%%gig%ééé
0
GAGCCGCGCGTGCGGGTCTGCGTTC®?A AACCGGCGAGCCERE GTGGCGTAAGCGCGAGCGTAACCAGCAGCTGGACCTGTGE? GGGTEGGC TACGTEGCCGCAGTTCAGC GG
M 581 591 601 611 621 631 641 651 661 671
1276
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. Applied

W.Om<m.nm3m WO01A054M07_A3Bm_T7long_D08_12 Inst Model/Name 3500/3500 Instrument
Primer B : T7 long WO01A054M07_A3Bm_T7long Mar 13,2013 11:29AM, JST
S/N G:97 A:42 T:48 C:50 T r——— . KB_3500_POP7_BDTv3.mob Mar 13,2013 12:06PM, JST
KB.bcp . TACGACTCACTATAGGG 3 pts 1370 to 13846 Pk1 Loc:1347 Spacing:12.12 Pts/Panel1350
KB1.4.1.8 Cap:12 Version 5.4 HiSQV Bases; 784 Plate Name: 20130313_DNAbank_GNP
GC (GC 16 (G /TGGC TAATGAT TTTATT TT GACTG 2TAGTGICCTGTTCGTTGC SAAAT T'GATAAG CARTCGCTTTCTTATAATGCE T T"T.GTAC G EGCTG
1 8 15 22 29 36 43 50 57 64 71 78 85 92 99 106 1]
798
S Q& »/ \ ». J
GGTCEGCGCGCCCACCCTTTGC TACCTTAAGAGAGGAGCA ATTGTTCACAGG A AACJICAGCTGTTGTACTGGCACGCGTTGAGGCCCGAGGCCGGGCCCTGCAGGGCGCCGT)
13 120BSSHL 127 134 141 148 155 162 159 $™P 196 183 190 197 204 244 218 22
] Vector Inserf
artla
798
399 » \%
0
\GCCAAACGACGAGTGCTGTITGGACTT GAGCCGCAGGCTGGCT . GGCTCGAGT TGC Dmﬁmﬂnﬂﬂmmﬂ..m,Omﬂ_ﬂmﬂvaOOO.mmnmmm‘OHOOOO‘H‘Omﬁmﬁ AGCGCCCG,
232 239 ¢ 246 253 260 267 274 281 288 295 302 309 316 S5 330 337
798
>>>>>>\</> ,
0 \
GCGACATGGCCGAGTTGAGC GAGGAGCCGGTGAGGTTGTTG TGTTG TTCAGCGCCCGAGTTGGGCATGCCAGGCACGGLCGCCIGGGCCL! TGCTGGACGGCATGGTCATGGAGCG
344 351 358 365 372 379 386 393 400 407 414 421 428 435 442 449
798
399
0
AGATGCGAGCTGGGTGC TEAGARCATGGACTGC GACGACAGCEGGGETC TGGAGTTGAAGAAGGTGAAGCTCTTGGTGG GACCGGCGETGGEGCCAGGCTCTTGGCGE ECCCE
456 463 470 477 484 491 498 505 512 519 526 533 540 547 554 561
798
o Wt n i ol Dot
0 SDZ g%éé%%%
GTTGTTGTAGGAGTAGCCGGCGGCGTACACGTCCTCGTAGGGCTGCACTAGGCCGCTG AACTGCGGCACGTAGCCACCCTTGC ACAGGTCCAGCTGCTGETTACECTCGC
568 575 582 589 596 603 610 617 624 631 638 645 652 659 666 673
798
399
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