Genome Network Project_Full ~Length cDNA clone

RIKEN_Clone ID : WO1A052H03

Vector : pENTR-TOPO

@ Plasmid DNA purification

Date 2022 /00 3

Date :2022 /0 0 7

Gene Engineering Division
RIKEN BioResource Research Center

Lot#: 8472 B2Ir

Gene IL2
Accession ID of Origin] BCO066255.1 573 bp
cDS 462 bp

Culture : LB (25 ug/ml Kanamycin) 5 ml —> at 37 deg C over night

Purification : QIAGEN Miniprep kit —> dH,O 100 ul

@ Digestion by restriction enzyme/Concentrarion calibration

Date : 2022 /00 ¥

DNA concentration (0.D.): /3 ng/ul
< Size of fragment expected from this clone >
DNA 0.8 u
Enzyme (Notl + EcoRV ) 05+ 05 ul Notl 3.2 kb
Buffer H 1 ul EcoRV 3.2 kb
dH,0 7> ul Notl + EcoRV 2.5kb (Vector) 0.7 kb
Total 10 ul
Erectrophoresis : 1% agarose gel, 1x TAE Buffer DO @ 6 (D:Marker
@:uncut
Marker : 2-Log DNA Ladder (NEB#N3200L) @):Notl
(kb) @):-EcoRV
10.0 :
g.g g:g (}(H B):Notl+EcoRV
3..0 2.0 2.0 —
15
1.2 [0 —
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@ Adjust plasmid DNA solution to 25 ng/ul

Date : 221043

@ Confirmation of the insertion sequence DNA (/& / ng/ul) 7(?%0 ul
10x TE 40, §  ul
Date : 2012/0( { dH,0 2£9.9
Total 4o, T ul
Primer A M13
Primer B T7 long @ Shipping
Primer C i
. . http://dna.brc.rike MCOHG- : 29 ng./ U2 volume:40 (@
List of Sequencing o/ Pel
ST nJjp/en/GNPclone
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ﬁﬁ% Bi osylfls?tgms 8472_WO01A052H03_B2Ir_M13(-40)_D08_11_ABI24 Inst Model/Name 3500/3500 Instrument

8472_WO01A052H03_B2Ir_M13(-40) Oct 07,2022 10:10AM, JST
KB.bcp Pts 1432 to 13492 Pk1 Loc:1409 ’ Spacing:12.0 Pts/Panel1350
KB1.4.1.8 Cap:11 5 GTTTTCCCAGTCACGACGTTGTA 3 Version 6.0 HiSQV Bases: 958 QW) < 40. Plate Name: 20221007_mix
I ' (CTG-’T GTGRACCTGTTCGTTGCAACAI TTGATGAGC TGCTTTTTTATAATGCCAACT TTGTAL
1 10 19 28 37 ) 46 55 64 ) 82 51 100 103
gttt L3
1220
610 u‘
0 (VA m | ‘
: GCAGGCTCCGCEGCLCCGCCCCCT TCACC|IGCTAGG GATAACAGGG TAATAGAAGGAGCCGCCACCIATGTACAGGATGCAACTCC TG TCTTGCATTGCAC TAAG TCTTGECA
TS 1/%1’.1 136 145 154 163 172 181 190 199 208 217
PR S L pcotzss.d (14v)
1220 chiﬂr‘
610
0 |
CT TG TCAER CAGTGCACCTACT TCAAGTTCTAC? WG AACACAGCTACAACTGGAGCATTTAC TGCTGGATTTACAGATGATTTTGAATGG TTAAT L TTACAA G
226 235 244 253 262 2 280 289 298 307 316 325 334
1220
610
0 — b i = S—
TCCCARACTCACCAGGATGCTCACATT TAAGTTTTACAT GC CCAAG GGC CACAG CTGARACATCTTCAGTGTCTAGAAG G Lol i CCTCTGG AGG GTGCT
343 352 361 370 379 388 397 406 415 424 433 442
1220
TTTAGCETG AAMACTTTCACTTAAGACCCAGGGACTTAATC AATATC CGT? TAGTTCTGG \C T GGGATCTGAAACAACATTCATGTGTG TATGET
451 460 469 478 487 496 505 514 523 532 541 550 559
1220
610
0 A\ | l
GATGAGACAGCAACCATTGTAGAATTTCTGAACAGATGGATTACCTTTTGTC GCATCATCTCAACACTGACTTGAGTTTCCT GTGAAC! TTGETECETETCT T GGT
568 577 586 595 604 613 622 631 640 649 658 667
1220
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S/IN G:174 A:228 T:178 C:166 Primer B : T7 long
KB.bcp
KB 1.4.1.8 Cap:12

8472_WO01A052H03_B2Ir_T7long_D09_12_ABI24

5 CGCCAAGCTCTAATACGACTCACTATAGGG 3

Inst Model/Name 3500/3500 Instrument
Oct 07,2022 10:10AM, JST
Oct 07,2022 10:38AM, JST

Spacing:12.06 Pts/Panel1350
Plate Name: 20221007_mix

8472_WO01A052H03_B2Ir_T7long
KB_3500_POP7_BDTv3.mob

Pts 1452 to 13543 Pk1 Loc:1429

Version 6.0 HiSQV Bases: 930

Gray line indicates quality value
(QV) < 40.

762

FTGTTCGTTGC-.-C AATTG AT GC T EETETECTTATRAARATE &3 C T TG TAC \ GAAAGCT
il 10 19 28 37 46J 55 6d T3 87 91 100 109
attlx
762
381
\
0 NAAAA . /\ ‘
GEETES GEGCE EECACESETTNG CTAC CT TP GAGAGGAGC TTETTCACAG G ! CITCAAGTCAGTGTTGAG ATGAT GCTTTGAC GGT TCCATCET GTTCAG 3
- 118 P[SCl 1277 136 145 154 163 172 18][ 190 199 208 217
762 ecter
381 mq A ‘
0
ETACAATGGEGTTECT GTC TEAT CAGC AT AT TERC ACATE TG TET TTEAE AT CET TTAG TTCCAG ACTATTACGTTGATATTGCTGATT GTEEE TG SGT DT AGTGE
226 235 244 253 262 271 280 289 298 307 316 325 334
762
l Ml ml I\ hl N\[\WV\MN\/\/\AMMW\MMN\M\AN\MAN\M
o NWWANW VWAV WAV W WY AT AT /
WG TTTPT GETTT GAGET A\ T"TTAGCACTTCC TECCAGAGGTTTGAGT TCTTC T TCTAGACACT G GAT GTTTCA GTTETGTGE GEC TTCTTGEGOGCATG T7 [ ol TGT
343 352 361 370 379 388 397 406 415 424 433 442 4
762
. | VI l A e A
;i AWM u m I
GAGCATCCTGGTGAGTTTGGGATTCT TGTH AT TCCATTCAR ATCATCT GTAAAT CCAGEAGT? ATGCTCCAGT TG TAGE TS TEGTTT ITCT T TG TAGE CTTGAA
51 400 469 478 487 496 505 514 523 532 541 550 559
762
381
5 I |
GTAGGTGCACTGTTTGTGACAAGTGC ANGACTTAGTGCE TGCAA GACAGGAGTT GCATCC TG TACATGGTGGCGGEGC TCCTTCTAT TACCCTGT TATCCCTAGCGGTG 2 C
568 577 586 595 613 622 631 640 649 658 667
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