
Genome Network PrdeCt_Entrγ  clone

RIKEN_clone ID:W01A050A17
Vectori pENTR― TOPO

● Plasmid DNA purittcation

Date:100511

10051ユ

Date l…

Accession

Culture:LB(25 ug/mi Kanamycin) 3 ml →379C O/N

Puriflcation:QIAGEN Miniprep kit― →dH20 100 ul

2 ul

Restriction enzyme(NotlttBssH■ ) 0.5+0.5 ul

BufFer H

dH20 ら ul

TOta1                               10 ul

Erectrophoresis: 1%agarose gel,l X ttAE BufFer

●Digestion by restriction enzyme/Concentrarion calibration

t00512
Date:嘩

DNA concentration(0.D.):  55、 Oi ng/ul

l ul

Marker:2二 Log DNA Ladder(NEB#N3200L)
kb

〈Expected digestion pattern from BC071657.l CDS〉
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●A司ust plasmid DNA so:ution to 25 ng/ul ―preparation for shipping～

Date i !00b~lL「 Shipped:25 ng/ui,40 ul

Final concentration:25 ng/ul

DNA(リケ、OI nノ J)
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10 X TE |ら 、3

ら1、 3

ul

BC071657.1

dH20

Total 192、 し



Samp:e:W01A050A17_M13.G03_10051310KU
Result:W01A050A17M13.G03 10051310KU
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System:CEQ System Operator:2.100543.furu

instrumenti CEQ System(Ver.9.0.25)ISamp:e:wolA050A17_T7.H03二 10051310KU

Result:W01A050A17T7.H03 10051340KU
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[ GENETYX : Nucleotido Sequence Homo10gy Data ]

Date : 2010 05 14

lst Nucleotide Sequence

2010/05/14 10:57:11 Text3

2nd NuCleotide sequence

2010/05/14 10:57:11

Flle Name BC071657.l gnu

INT/OPT Score : く   2102/  2222 >

CGGTCGCTGG GCTCCCCTTG

61" CGTTCCAACA AATTGATCAC CAATGCTTTT TTATAATCCC AA3TTTGTAC ハコヽごぶぶムCCAG

21' GGTCCGTCGC TGCTTCCCTG TCCCTGTCCC GCTTCCCA3C ACCCCCCTAC CGGG7麒 GT

475'' CAGTCCAGハ ム AACATCCCAT TTAATA3TGT TCCGTCTCCC ATGGA3ぶ ACA ACCCAACACG

441: コ3CTCnぶ κ A GTATTTTACT ACCTTTCCAG ,ハ 3TTCTTAIt CGTCCACGTC ハACAAACATC

121" CCTCCCCCCC CCC――CCCCT TCACCGCTAC CCAT― ――AAC ACGGTAATAC ハACGACCCC―

81' 騨 ムCATCTC TCAATATATT CCGGTAACCG AAGバ rCACAA CCATCA3CCC ttTTCnAArAC

175・ CCACCATCTC TCAATATATT CGGGTAACCG ハAGATCAGAA CGATGAGCCC ATTCハ ぶATAC

141' CATCGGAAGA Cr.ATcccACG GTCCTCCTCT CCACCCTTAC ACCCCAGTTT CCACCGGCGT

235H CATCCGハムGA CCATCCGACG GTCCTCCTCT CCACGGTTAC ACCCCAGTTT CCACCGCCGT

201' CTCCCCTTCC CTACACr__T CCA● .TCTCTC AGTGTATGAG AGGTCTCCCC CTCGTACAAC

295!l GTCCCCTTCC CTACACCAAr ccA3TGTCTC AGTGTArCAC A3GTGTCCCC CTCGTACAAG

261l GユATTCTCCA TCCCCCAGバ T CCTCCCTCGG Gハ ぶムTCTCGT GTATCTTGTC AACTATCCハ A

355" GAATTCTCCA TCCCCCAGAr CCTcccTcGG GAAATCTGGT GTATGTTCTC AACTATCCAA

321' AACATAACM AAGAぶ 凛 TC GパTGn3ACAC ATCCTTCATC ACCA3TCAM GTGハ 螂 ぶG

415・ ハACATAACAA AAG3mTC GATGA3ACAC ATCCTTCATC ACCハ GTCn´A GTG… 3AC

381' CAGTCCAGAA AACパ TCCCAT TTAATACTGT TCGGTCTCCC ATGGAAAACA nCCcAACACG

File Name
sequence size    : 730

unit size to compare ‐ 6
Pick up Location No, ‐ 1

1 633 / 
‐
135 bp〕      ェNT/OPT Score : く   2190/  2227 >

721' TCAGTACCGG GバTGTCATCG ATGTCTTCAT CCCCAACCCA TTCAGGGCCT TTCCCTTTGT

l■                                                            CCCNTTGT

781' TACATTTCCA GATGATCACA TTCCCCA3TC TCTTTCTCCA Gハ CCACTTGA TCATTAぶκ G

9'' TACAATTCCA CATCATCAGA TTCCCCACTC TCTTTCTCCA Cn3GACTTCA TCパ TTTAn3G

841' AATCACCGTT CATATATCCA ATCCCCAACC TAACCACハ AT ACCAATACAC A3TTACAAAG

69" AATCACCGTT CATATバ rCCA ATCCCCAACC TAACCAcAAT ACCハ ATA3AC AGTTACAnハ 3

901' AACTCCAAcA TTTCGTCGTA ATCCACCTGG CTTTCCGAAT C力 3GGTCGバT TTCGTAATAC

129'' AAGTCGAACA TTTCGTCGTA ATCCACGTCC CTTTCCCCAT CA3GGTCGバ r TTCGTAATAG

961' CACACCCCCT CGACCTCGTT TCGGAハ ACAA TCハACGTAGT AバrATCGGTG GTCCCATCAA

189・  CAr」AGGGGGT GGACCTCGTT TGGGAttACnA TCAACGTAGT Aバ TRTCGGTC GTGGGATGAA

1021' CTTTCGTCCG TTCACCATTA ATCCハ CCCAT GATCCCTCCC CCCCACCCAC CACTA3ACAC

249' CTTTCGTCCG TTCACCATTA ATCCA3CCAT CATCCCTCCC CCCCAGCCAG CACTACA3AC

1081i CAGTTCGGGT ATCATGGCCA TGTTACCCAC CCACCACAAC CACTCAGGCC CATCGGGTハ A

309・  CAGTTCCGGT ATCATCGGCA TGTTASCCAC CCACCn3AAC C力 3TCACGCC CATCCCGTAA

l141r Tハ nccittC CAACCCAACA TCCACACGGA CCCAぶACCAC GCCTTCCCTT CTCGハ ぶATAA

369口  TハハCCハ♂し喚 C CAACCCAACA TGCACACCCA CCC'ぶ ハCCAC CCCTTCGGTT CTCCA´ATAA

1201i CTCTTArACT GGCTCTAATT CTCGTCCACC AATTCGTTCC GCATCACCAT CCAパ rCCA3G

: W01A050A17 T7 H03 10051310KU fasta (Colrplementary)

429" cTCTTATAGT CCCTCTAATT CTCGTCCACC AATTGGTTGG GGATCACCAT CCAATCCAGG

1261' GTCGGGCハ GT GGTTTTAATC CA3GCTTTCC CTCAACCATC Gバ rTCTAAGT CTTCTCGCTG

4891' GTCGGGCnGT CGTTTTAATG GACCCTTTCG CTCAACCATC CATTCTAAGT CTTCTCCCTG

1321l GGGAATGT― A C― ――ACAGTG ――GGGTTG¨ T CGTTCGTTGG TATA3-―AAT GGTGGGAArT

549・  GCCAArGTCA GTTTCCTGTG AACAATTCCT CCTCTCTTAA GGTAGCハ 訟 G GGTCGCCCCG

1372' CAAATTTTTC TAAA3TCATG GTAAGTATAT TGTAAFATAC ATATCTACTA n3AATTTTCA

609・  CCGACCCACC T― TTCTTCTA CAAAGTTGCC ATTATAAGAA ACCATTCCTT ATCAttTTT― ―

1432: AぶArTcGTTT GTTCAGTCTG GAGTAT― ATT CACCAGTATT TTTGACATTT TTCTTTA3M

Sequence size    : 2833

2nd Nucleotide sequence
File Name       : W01A050A17 M13.G03 10051310KU faSta
Sequence size    : 736

Unit Size to Compare‐  6
Pick up Location llo  ‐ 1

[ 586 / 624 bp]

1'

535" ACCTG■AACA GTATCTTACT ACCTTTCGAG 〕ACTTCTTAT CCTCCハGGTC AAGA゛ AQヽ TC

501' TTAACACTGG TCATTCA´AC GGGTTTCCCT TTGTTCGTTT TACCGぶ ATAT CmCACAAC

595" TTAACACTCG TCパ TTCハぶAC CGGTTTCCCT TTCTTCGTTT TACCCAATAT CAAACACAAG

561' TCAぶ AGTAAT CTCACACCGA CATATCATAG バrCCACGATC GTGTCACTCC AAACTTCCTA

655・  TCAttGT晏ムT GTCnCACCGA CATATCATAC ATCCACGArC GTGTGACTCC AACCTT― CTA

621' バTTCTAACCA AACCCAAGバT GA3CCTTTCA CAACCACAユA AGTGTTTGTC CGCCCCTCTA

714" バrTCT腱、ccA AACCCハn3AT CA3

lst Nucleotide Sequence
File Name        : Bc071657 1.gnu
Sequence Size    : 2833

666" ――GTTCCAAC GM~AC― GTC ACATATC“ T C… TAAAT ArCATTATTT CCCATCCCAG

1491' AハACGAACAC CTAAACCAAT TTTATAヽ 3TT TTGTTACATC AAACCTTCハAパrATTCAGTG

723" 炒ATTCAC


