Genome Network Project_Entry clone

RIKEN clone ID: WO1AO050A17

Vector : pENTR-TOPO Gene] TARDBP
Accession No.] BC071657.1 2833 bp 1..2833
cDS 1245 bp 86..1330

@ Plasmid DNA purification

Date : 100511
| 00512

Date : 100412

@Digestion by restriction enzyme / Concentrarion calibration
Lo |2

Date : 100412

Purification : QIAGEN Miniprep kit—dH,0 100 ul

DNA concentration (0.D.):___95.0| ng/ul

DNA 2 ul
Restriction enzyme (Notl+BssH II ) 0.5+0.5 ul
Buffer H 1 ul
dH,0 L ul
Total 10 ul

Erectrophoresis: 1% agarose gel, 1 X TAE Buffer

Marker: 2-Log DNA Ladder (NEB#N3200L)
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<{Expected digestion pattern from BC071657.1 CDS>

2553 [345 hp

@ Adjust plasmid DNA solution to 25 ng/ul ~preparation for shipping~

Date : (0054 Shipped : 25 ng/ul, 40 ul

Final concentration: 25 ng/ul 1

DNA (55.0 [ ng/ul A:
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NotT+BssHE

ul

10X TE (3. 3 ul
dH,0 Bl 2 ul
Total 1%2.0 ul
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Culture :LB (25 ug/ml Kanamycin) _3 ml —37°C O/N
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e |Prc)ject : GNP System : CEQ System Operator : 2.100513.furu

X |Sample : W01A050A17_M13.G03_10051310KU Instrument : CEQ System (Ver. 9.0.25) |
7{ 'Result : WO1A050A17_M13.G03_10051310KU
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Project : GNP System : CEQ System Operator : 2.100513.furu
Sample : W01A050A17_T7.H03_10051310KU Instrument : CEQ System (Ver. 9.0.25)
|Result : WO1A050A17_T7.H03_10051310KU

Analyzed Data A s

10 20 ao 40 &0 80 70 BO 80 100 110 12# 130 140 180

3.0 CTOATT TC TEGA G AATAATGATT TR T TT TGACTGAT MG TGACCTG T TCGT TOCAACA A AT TOATAAGCAATGC T T TCTTATAATOGCCAACTT TG TACAAGAAAGCTGGOG TEGGOGOUACCCACCCT TTGC TACCTTAAGAGAD

Flucrescence
N
a

0.0 —f——==ftu 1 ki k R s P Al Bl o it s e e __:I $E TS e 1] T4 o SO AL Uy ..I_.____|_._.'_ N A )

o s00 1000 1500 2000 2500
Data Peints

5TOP Analyzed Data

160 170 . 180 180 200 210 220 230 240 280 280 270 280 280
3.0 BAGCAATTGTTCACAGGAAAC f.l'C(- h" T TCCCCAGCCAGAAGACTTAGAATCCATGC TTG AGCCAAAGCCTCCAT TAAAACCAC TACCCGACCCTGCAT TGOATGC TAA TCCCCAACCAATTGC TACACCAGAATTAGAGCCAC TATAY

Flucrescence
N
(=]

0.0 ffme e ey e e e LSETW IR W) A Py, bt L A b SN AN S L7439 T S0 T L AT o ALAEA L e P L LT B
3000 3600 4000 4500 5000 5500
Data Points

Analyzed Data

o 310 azo I: 330 340 aso 360 aro aso 380 400 410 420 430 440
3.0 GAGTTATTTCCAGA '-CCG:-.—'-BQCCTGG TTTGGC TCCC T TG A TG T TGCC T TG G T T TTGG T TAT TACCCGATEGGGCCTGACTOG TTCTOC TEGGC TOGC TAACA TGCCCATCATACCCCAACTOGCTCTGTAGTGCTGCCTAGGACAGT

Fluorescenco
N
(=]

0.0 _'. -...I_. AT A L L P .l. — _.|.__.. ! PPN PSRN, —_I.___ | I:___ 1 _L.__.___.J__.. _...II. ___.I_I.._ i - h l._- i 2. l..__ . i s . T R s SR _I - ...l .._- AL _I__l. e ..

8000 8500 Jooo 7500 8000 8500
Data Peints

Analyzed Data

480 480 470 480 480 800 510 &20 &30 640 580 BGO &70 680
a0 ARG CCOATCATGGC TGAAT TAATGC TGAACGCACCAA AGT TCATCCCACCACCCATAT TACTACCTTGATTGT TTCCCAAACCAGC TCCACCCCCTCTOC TAT TACCAAA TCCACCCTOAT (CCCAAAGC CACCTGGA T TACCAC

Flucrescence
L
=]

0.0 Ll T __J.._..__._l__..l__.l._____}_-._ FAYARPLVALN A O -+ AL e TANLINA.() e B N 1

S000 8500 10000 10500 11000 11600
Data Polnts

Thu 05/13/10 13:28:19 Page: 1



Text3 2010/05/14 10:57:11 Text3 2010/05/14 10:57:11

[ GENETYX : Nucleotide Sequence Homology Data ] 2nd Nucleotide Sequence
File Name : WOLlAOS0A17_T7.HO3_10051310KU.fasta (Complementary)
Date : 2010.05.14 Sequence Size : 730
1st Nucleotide Seguence Unit Size to Compare = 6
File Name : BCO71657.1.gnu Pick up Location No., = 1
Sequence Size 1 2833
2nd Nucleotide Seguence
File Name : WOLAOS0A17_M13.G03_10051310KU.fasta [ 833 / 735 bp] INT/OPFT.Score ; < 2180/ 2227 >
Seqguence Size : 736
721" TCAGTACGGG GATGTGATGE ATGTCTTCAT CCCCAAGCCA TTCAGGGCCT TTGCCTTTGET
Unit Size to Compare = 6 BEi
Pick up Location No. =1 i CCCNTTGT
781" TACATTTGCA GATGATCAGA TTGCGCAGTC TCTTTGTGGA GAGGACTTGA TCATTRAAGG
Fhhkk FEEEE AR EF A TR AR R A kTR kT AR EE FRkER R EAEE N A kR bk A kR wwRhk Rk W
[ 586 / 624 bp] INT/OPT.Score : < 2102/ 2222 > 9" TACAATTGCA GATGATCARGA TTGCGCAGTC TCTTTGTGGA GAGGACTTGA TCATTTARGG
L CGGTGGCTGE GCTGCGCTTS 8§41' AATCAGCGTT CATATATCCA ATGCCGARCC TAAGCACAAT AGCAATAGAC AGTTAGARAG
- FEx A AT AR ETRR R EE AR A E RS R EE R R AN BEEE AT R R F A AT FAEE R F A AR EEE
61" CGTTGCAACA RATTGATGAG CAATGCTTTT TTATAATGCC ARACTTTGTAC AAARRAGCAG 69" BATCAGCGTT CATATATCCA ATGCCGAACC TAAGCACAAT AGCAATAGAC AGTTAGAAAG
21" GGTCCGTCGC TGCTTCGGTG TCCCTGTCGG GCTTCCCAGC AGCGGCCTAG CGGGAARAG 901' AAGTGGAAGA TTTGGTGGTA ATCCAGGTGG CTTTGGGARAT CAGGGTGGAT TTGGTAATAG
- LR R R " * L I ® * * * kW W ok -k * FEh kR kAR R AN kR R AR AR TR E FEA AR TR R kR R R bk bRk EkE kAR AR bR R SRR R
121" GCTCCGCGGC CGC--CCCCT TCACCGCTAG GGAT---ARC AGGGTAATAG AAGGAGCCG- 129" AAGTGGAAGA TTTGGTGGTA ATCCAGGTGG CTTTGGGGAT CAGGGTGGAT TTGGTAATAG
B1' ARRAGATGTC TGAATATATT CGGGTAARCCG AAGATGAGAA CGATGAGCCC ATTGAAATAC 961' CAGAGGGGGET GGAGCTGGTT TGGGARACAR TCARAGGTAGT AATATGGGTG GTGGGATGAR
- FEEE R FEAFEEETFRE AR FF A A FEAE bR AE R R E FF AR EE Ay bk ErrE b LR R A R R R I R ke hkkw kT h AR F ok hkh R R AR R AR TR E
175" CCACCATGTC TGAATATATT CGGGTAACCG AAGATGAGAA CGATGAGCCC ATTGAAATAC 189" CAGAGGGGGT GGAGCTGGTT TGGGAAACAAR TCAAGGTAGT AATATGGGTG GTGGGATGAA
141" CATCGGARGA CGATGGGACG GTGCTGCTCT CCACGGTTAC AGCCCAGTTT CCAGGGGCGET 1021 CTTTGGTGCG TTCAGCATTA ATCCAGCCAT GATGGCTGCC GCCCAGGCAG CACTACAGAG
FERTEFRF A AT A A FFAERET AR R FEF AR EAEE FFEEA R AE R ER R R Rk ER RS bR d R R R RS R R R R RS bEFE R AR R R bR R R R R AR kR R R R R R ET kr R r R AT R R E FEEkEEr R
235" CATCGGARGAR CGATGGGACG GTGCTGCTCT CCACGGTTAC AGCCCAGTTT CCAGGGGCGT 249" CTTTGGTGECG TTCAGCATTA ATCCAGCCAT GATGGCTGCC GCCCAGGCAG CACTACAGRG
201" GTGGGCTTCG CTACAGGAAT CCAGTGTCTC AGTGTATGAG AGGTGTCCGG CTGGTAGARG 1081' CAGTTGGGGT ATGATGGGCA TGTTAGCCAG CCAGCAGAARC CAGTCAGGCC CATCGGGTRA
dEkF A A AR A AR FA R A AT A A A E AT F AT AR EE R R R R AR E Ak R A EAR S R AN R R AR Fhk AR EE R TR kA AT AR A AR EE Ak E Rk h bk d RA PR AT RRRT AR T A AR T A RS FrkE ARk
295" GTGGGCTTCG CTACAGGAAT CCAGTGTCTC AGTGTATGAG AGGTGTCCGG CTGGTAGARG 309" CAGTTGGGGT ATGATGGGECA TGTTAGCCAG CCAGCAGAAC CAGTCARGGCC CATCGGGTAA
261" GAATTCTGCA TGCCCCAGAT GCTGGCTGGG GARATCTGGT GTATGTTGTC AACTATCCAA 1141' TARCCAARARC CARGGCAACA TGCAGAGGGA GCCAAACCAG GCCTTCGGTT CTGGARATRA
FEAE ARG R R R B AFR R AR R R R AR A R R AR R FR R RR R R R Rk d R E R R AT ke kR kR FhE A AT RN kAR E TR TR AR T AR AR kAR ErrEEEh bk R R e IE R RS RS R
355" GAATTCTGCA TGCCCCAGAT GCTGGCTGGG GAAATCTGGT GTATGTTGTC ARCTATCCAA 369" TAACCARRAC CAAGGCARACA TGCRGRGGGA GCCRARCCAG GCCTTCGGTT CTGGARAARTAR
321" BRAGATAARCAR ARGAARARTG GATGAGACAG ATGCTTCATC AGCAGTGARA GTGRAARRGAG 1201" CTCTTATAGT GGCTCTAATT CTGGTGCAGC AATTGGTTGG GGATCAGCAT CCAATGCAGG
FEkE R T AR A F R FAFFAETREAF AT AT RAAE FEF R AR ERN EhEkEr A A S IR RS B ES S FEFEETERAETET AR FA A S S b ER bR b FAFF A EHFET EA XA F A AT FE AT AE AR
415" AAGATAACAA AAGARRAATG GATGAGACAG ATGCTTCATC AGCAGTGARA GTGRARAGAG 429" CTCTTATAGT GGCTCTAATT CTGGTGCAGC AATTGGTTGG GGATCAGCAT CCAATGCAGG
381' CAGTCCAGAA ARCATCCGAT TTAATAGTGT TGGGTCTCCC ATGGARARCA ACCGARCRGG 1261' GTCGGGCAGT GGTTTTAATG GAGGCTTTGG CTCAAGCATG GATTCTAARGT CTTCTGGCTG
FR AR E A A A AR RRE AR R AT RN AR PR R R AT AR AR AR RA N A r R R bRk R R AR R R AR E N FRE R TR E AR AR AR bR A FE R bR b bR AF R Rk R A kR Ed e bR ERR AR AR SRR REw
475" CAGTCCAGAA ARCATCCGAT TTAATAGTGT TGGGTCTCCC ATGGAAARRCR ACCGAACAGG 489" GTCGGGCAGT GGTTTTAATG GAGGCTTTGG CTCAAGCATG GATTCTARGT CTTCTGGCTG
441' ACCTGAAAGA GTATTTTAGT ACCTTTGGAG AAGTTCTTAT GGTGCAGGTC AAGAARGATC 1321' GGGARATGT-A G---ACAGTG --GGGTTG-T GGTTGGTTGG TATAG--BAT GGTGGGAATT
AR R b r bk R A e AR Ak EEh dehrRR R R R kbR R R R R A SRR A F AR SRR dE R R E AR LR R R RS I * wkk *EkE ® * - LA L] kW
535" ACCTGAARAGA GTATCTTAGT ACCTTTGGAG AAGTTCTTAT GGTGCAGGTC AAGAAAGATC 549" GGGRATGTGA GTTTCCTGTG AACRATTGCT CCTCTCTTAA GGTAGCAARG GGTGGGCGCG
501' TTARGRCTGG TCATTCARAG GGGTTTGGCT TTGTTCGTTT TACGGAATAT GAAACACARG 1372 CARATTTTTC TAARACTCATG GTAAGTATAT TGTARAATAC ATATGTACTA AGRATTTTCA
EEARAAAEFTAET A F A AT AR RAE AR E A F AR AL R AR A RAEE FERrrrAAT AN AR Ab AR RA e * - - * - - LR R A *E ww oW - - wE * * ® AR
595" TTARGACTGG TCATTCAAAG GGGTTTGGCT TTGTTCGTTT TACGGAATAT GAAACACARG 609" CCGACCCAGC T-TTCTTGTA CAAAGTTGGC ATTATAAGAA AGCATTGCTT ATCAATIT--
561' TGARRGTAAT GTCACAGCGR CATATGATAG ATGGACGATG GTGTGACTGC AAACTTCCTA 1432' BAATTGGTTT GTTCAGTGTG GAGTAT-ATT CAGCAGTATT TTTGACATTT TTCTTTAGAA
L e krhws ke kE Ak wAw kT hkEbrhx ok kEkEx ko E - - ww ek kw R T N - - ok - -k L -
655" TGAAAGTAAT GTCACAGCGA CATATGATAG ATGGACGATG GTGTGACTGC AACCTT-CTA 666" -=-GTTGCARC GAACAG-GTC ACATATCAGT CAABATARAT ATCATTATTT GCCATCCGAG
621' ATTCTAAGCA ARGCCRAGAT GAGCCTTTGA GAAGCAGAAR AGTGTTTGTG GGGCGCTGTA 1491' ARRGGAAGAG CTAAAGGAAT TTTATAAGTT TTGTTACATG ARAGGTTGAA ATATTGAGTG
R I R Tk **
714" ATTCTAAGCA AAGCCARGAT GAG 723" BAARTTCAG

1st Nucleotide Seguence
File Name : BCO71657.1.gnu
Sequence Size : 2833



