Genome Network Project_ Entry clone Gene Engineering Division
RIKEN BioResource Center

RIKEN_Clone ID : WO1A043G07

Vector : pENTR/D-TOPO Gene HEY?2
Accession No. | BC007707.2 1256 bp 1..1256
CcDS 1014 bp 90..1103
@ Plasmid DNA purification
Date : (30304 Culture : LB (25 ug/ml Kanamycin) 5 ml —> at 37 deg C over night
Date: 30305 Purification : QIAGEN Miniprep kit —> dH,0 100 ul

@ Digestion by restriction enzyme/Concentrarion calibration

Date : 120300

DNA concentration (0.D.):___1%2 ng/ul
DNA 0.2 ul
Enzyme (Notl + BssHIl ) 0.5+ 0.5 ul
Buffer H 1ul
dH,0 7.3 ul
Total 10 ul

Erectrophoresis : 1% agarose gel, 1x TAE Buffer

Marker : 2-Log DNA Ladder (NEB#N3200L) ‘;’
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{Expected size of fragment from BC007707.2 CDS>

@ Confirmation of the insertion sequence @® Adjustment of DNA concentration
) Shipping amount : 40 ul
Date : /-92"3/ / Concentration at the time of preparation of plasmid DNA : 25 ng
Primer A M13 Date: /2 03//
Primer B T7 long ‘
Primer C - DNA (/2<  ng/ul) 17 ul
i 10x TE ul
s LISt Of. http://dna.brc.riken jp/ dHXO j;’; g
SHBENSING en/GNPclone3en.html 2 ! ul
Primers Total A75.,2

APPROVED BY :

http://dna.brc.riken jp/index.html



p Applied WO01A043G07_A3Bm_M13(-40)_C03_09 Inst Model/Name 3500/3500 Instrument

Biosystems
WO01A043G07_A3Bm_M13(-40) Mar 07,2013 03:32PM, JST
S/ING:89 A:60 T:54 C:64  Primer A:M13 KB_3500_POP7_BDTv3.mob Mar 07,2013 03:58PM, JST
KB.bcp Pts 1240 to 12941 Pk1 Loc:1217 Spacing:11.39 Pts/Panel1350
5 GTTTTCCCAG ’ :
KB 1.4.1.8 Cap:9 GICAUGARETTGTAS Version 5.4 HiSQV Bases: 1026 Plate Name: 20130307_GNP
AIGE ACGE "TC TMTIAGC TCG(CEGCCCIA ATAAT GATTTIAT TTT GAC TGATAGTGACC TG TTCGT TGCAACAAATTGAT GAGEAATGCTTTTT TATAAT GCCAACT TTGTARCARA
1 11 21 31 41 51 61 71 81 91 101 111
1190
595 ‘
o SOEORANKRD ) T LI |
\A BA G CA mmo@onoommoomooooo TTCACCGCTAGGGATAACAGGGTAATAGAAGGAGCCGCCACCATG AAGCGCCCCTGCGAGGAGACGACCTCCGAGAGCGACATGGAC
121 131 At T 141 151 161 171 181 | Start 191 201 211 221
el Vedor e—|—> insert
1190
>>>> |
0 | LA \ |
3AGACCATCGACGTGGGGAGCGAGAACAAT TACTCGGGG CAAAGTACTAGC TCTGTGATTAGATTGAAT TCTCCAACAACAACATCTCAGATTATGGCAAGRAAGAAAAGGAGAG
231 241 251 261 271 281 291 301 311 321 331 341
1190
595 »
0 ,
GGATTATA GAGARAAGGCGTCGGGATCGGATAAATAACAGTTTATC TGAGTTGAGAAGACT TGTGCCAACTGCTTTTGAAAAAC AGGATCTGCAAAGTTAGRARAAGCTGAN
351 361 371 381 391 401 411 421 431 441 451
1190
595
0
ATATTGCAAATGACARGTGGATCATTTGAAGATGCT TCAGGCAACAGGG GGTAAAGGCTACTT TGACGCACACGC TCTTGCCATGGACTTCATGAGCATAGGAT TCCGAGAGT
461 471 481 491 501 511 521 531 541 551 561
1190
595
o | | \ , I\
3CCTAACAGAAGTTGCGCGGTACCTGAGCTCCGTGGAAGGCCTGGACTCCTCGGATCCGCTGCEGGGTGCGGCTTGTGTCTCATCTCAGCACTTGCGCCACCCAGCGGGRGG
571 581 591 601 611 621 631 641 651 661 671
1190
595
0
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pwm PBU__mQ WO01A043G07_A3Bm_T7long_C04_07 Inst Model/Name 3500/3500 Instrument

Biosystems
y WO01A043G07_A3Bm_T7long Mar 07,2013 05:36PM, JST
S/N G:110 A:38 T:47 C:5( Primer B T7 long KB_3500_POP7_BDTv3.mob Mar 07,2013 06:03PM, JST
KB.bcp - Pts 1248 to 12775 Pk1 Loc:1225 Spacing:11.51 Pts/Panel1350
0 TCTA . ;

ARTCIER G C 16 6 ITEGCAAATRAAT GZT TTTATTTT GACTGATAGT GRACCTG TTEGT TECARCARAT TGATAAGCAATGCTTT CTTATAAT GCCRACTTTGTACRAAGAARARGCTGG
il 11 21 31 41 51 61 71 81 91 101 111
936
o0 A\ LK Y . Ot VY V) |
0 AON X \ A AMAAAALYY L | LA \
m%OO.OOOOOOOOMOOOHHHOOHEOOHHH,AO,ﬁOw‘mmmOOMJ,.HHOHHOPO.@QOW,M%O_HOMUAA. AGCTCCARCTTC T GTCCCECABGE TCGEGGTAAGGTT TAT TGTETGTT CCAETGIC]
o W&.Q““_.NH 131 141 LS 161 w?wu..:. 181 191 201 211 221

468
0 A » A )

"GGTCTGCTGAGGACTGGACGTGGC TGATAC TGACAAGGGCGGGC TGATGGC TGTGGCCGCGGCCACTGCTGC TGCTGCGTTTGGGGGAAGCATGGGGAATGCCCCCGCGAAG

231 241 251 261 271 281 291 301 311 321 331
936
468
0 A A | |
GACRGAGGGALGCTGTGTGCRAGCCGCGGTGGCTGCTGCGGCTGCGGCGTIGGACGGTGGCAGAG AGGGACAAGAGAGAGGTGGAGAGAGGTGGCACGCAGGGGGCGACGCTGCC
341 351 361 371 381 391 401 411 421 431 441 451
936
468
0 N VYA \
TGTGGAT GGCAT TCGGAGGGCTGAATCCGCATGGGCAARACGTEGGCCETGAGGRAGAGCAGAGCCGTGGGCAGGAGGCACTTC TGAAGTTGT G GAGA GGCG2CALAGGGGTTGACT
461 471 481 491 501 511 521 531 541 551 561
936

68
M A A : /\ N |

ITGAGGCATGGAGGCCGTTIGGGCTGGAGCAGGGC TGC GGG CAGGTGGTGGARGGCGGCGGCCCAGTGATGCGGGTGGAGCGGATGATGGTGGTGGGCCATGGAGGRATGT CA
571 581 591 601 611 621 631 641 651 661 671

936
468

0 i
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