Genome Network Project Entry clone Gene Engineering Division
RIKEN BioResource Center

RIKEN Clone ID : WO1A042H19

Vector : pENTR/D-TOPO Gene STAGI
Accession No. | BC064699.1 5966 bp 1..5966
cDS 3666 bp 268..3933
@ Plasmid DNA purification
Date : {30225 Culture : LB (25 ug/ml Kanamycin) 5 ml —> at 37 deg C over night
Date : {30224 Purification : QIAGEN Miniprep kit —> dH,0 100 ul

@ Digestion by restriction enzyme/Concentrarion calibration

Date : %0314

DNA concentration (0.D.):___ %7 ng/ul
DNA 0.5 ul
Enzyme (Notl + BssHIl ) 0.5 + 0.5 ul
Buffer H 1 ul
dH,0 75 ol
Total 10 ul

Erectrophoresis : 1% agarose gel, 1x TAE Buffer

Marker : 2-Log DNA Ladder (NEB#N3200L)
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<Expected size of fragment from BC064699.1 CDS>
3766, 2953 bp ...
@® Confirmation of the insertion sequence @® Adjustment of DNA concentration
Shipping amount : 40 ul
Date: /20 2 7’7 Concentration at the time of preparation of plasmid DNA : 25 ng
Primer A M13 Date: /303/%
Primer B T7 long
Primer C = DNA (__%7 ng/ul) bb ul
. 10x TE |
S List Of.n http://dna.brc.rikenjp/ dHXO /‘%_' S,é .
BAUEACING en/GNPclone3en.html 2 5.7 ul
Primers Total /2 al

APPROVED BY :
http://dna.brc.riken jp/index.html




* éggyl}t.;e'c%ms WO01A042H19_A3Bm_M13(-40)_G06_21 Inst Model/Name 3500/3500 Instrument
R WO01A042H19_A3Bm_M13(-40) Feb 27,2013 01:03PM, JST
S/N G:59 A:51 T:45 C:33 Primer A : M13 KB_3500_POP7_BDTv3.mob Feb 27,2013 01:29PM, JST
KB.bcp Pts 1352 to 13377 Pk1 Loc:1329 Spacing:11.73 Pts/Panel1350
KB 1.4.1.8 Cap:21 5 GTTTTCCCAGTCACGACGTTGTA 3' Version 5.4 HiSQV Bases: 1036 Plate Name: 130227_mix
r CGITACIAG T GTAGCTCG GGCCCA ATART GAT TTIAT TTTGACTGATAGTGACCTGTTCGTTGCAR(ARAT TGATGATCARTGCTTTTTTATAAT GCCAACTTTGTACAA ]
1 11 21 31 41 51 61 71 81 91 101 11
1310
655 AN ‘
4 A
o /ORAAGNA el O Voo ) | A
S AARGCAGGCTICCGCGGCCGCCCCCTTCACCGC TAGGGATARCAGGG TAATA GRAGGAGCC GCCACHATG AT TACTTCAGAATIACCAGT GTTACAGGATT CARACTAAT GARE
1 12 Mot1 131 141 151 161 171 Starda 191 201 211 bkl
_______ , .
1310 Ll Vector | yinsert
655
0 A \ AW
CTACTGCCCATTCCGATGCT GGCAGCGAGCTTGARGAAACAGAGGT CAAAGGARLEEAGAARRRGGGGTCGTCCTGGCCGGCCTCCATCTACAARTARGARRACCTCGRARRTCT
231 241 251 261 9, 281 291 301 311 321 331
1310
655
0 /\
S CAGGTGAGAAGAGCAGARTTGAAGC TGGAATTAGAGGAGCAGGCCGTGGARAGAGC TAAT GGACRCCCTCAACEGARTGGGGRAGGGGAGCCTGTCACATTATTTGAGGTGGTG
341 351 361 371 381 391 401 411 421 431 441 4
1310
655 ‘ ‘
0 L
AAACTGGGGAARLGT GCAATGCAGTCCGTGGTGGAT GACTGGATTGAATCATATAAACAAGACAGGGACATCGCACTTCTGGAT TTARTCAACTTTTTTATCCAGTGTTCAG
51 461 471 481 491 501 511 521 531 541 551 561
1310
655
0 A\ \
S ATGTCGAGGTACTGTGAGAATAGEGAT GTTTCGAARATATGCAGAARTGCAGARATCATCAGAARARTGACTGAAGAATTTGATGAGGACAGTGGTGATTATCCTCT TACCA
571 581 591 601 611 621 631 641 651 661 671
1310
655
0 \ VY /\
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AB é«igs}_)lled WO01A042H19_A3Bm_T7long_G07_19 Inst Model/Name 3500/3500 Instrument

ystems
WO01A042H19_A3Bm_T7long Feb 27,2013 03:07PM, JST
S/ING:25 A6 T:17 C:15  primer B: T7 long KB_3500_POP7_BDTv3.mob Feb 27,2013 03:34PM, JST
KB.bcp Pts 1346 to 13554 Pk1 Loc:1323 Spacing:11.9 Pts/Panel1350
KB 1.4.1.8 Cap:19 5 CGCCAAGCTCTAATACGACTCACTATAGGG & Version 5.4 HiSQV Bases: 993 Plate Name: 130227_mix
GCTRIGU:TG(GFTGGARRTPRT(ﬁTTTTﬁTTTTGACTGPTAGTGLCCTGTTCGTTGG&@AERTTGPT?AGC&ATGCTTTCTTETRQTGCCPRCTTTGTACAQGARAGCTG
1 ali} 21 31 41 51 61 71 81 91 101 111

1230
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0 *aAA‘.,.JA K0 c‘ (X .M‘y ‘ \

GGTClGGCGCGCCCACCCTTTGCTACCT TAAGAGAGGAGCAATTGT TCACAGG ARAC|ICA GAACATAGGCAT TCCARATCCTGAART CATCTTCTATGATAGCTGCAGAGTCAAR
_____ 121 JssH I 131 141 151 161 171 Stop 181 191 201 211 221
>
attlLx- : S e
1230 Vector (s
615
0 LUV |

GQAGTCTGGCCTT?GCTCSGCTCTCTCTCGCCGFTTTCTTGRTGG%GGCAGFTCAAT&RCCATGGTGTCCTC%%;TTCTTC}TTC&TBTCTTCTERCTGGCTTCGGGPTGACRT

231 241 2510 261 271 281 291 301 311 321 331 341
1230
615 ‘ ‘ l
0 \ \ | A
CFTC?CATCTTC??EG;TGGGCTCQGC&TCTTCCTCCATTAGLCCCCGATTGTGTARFAAGTCTGGTTCAGPﬁCCATGTTCPGRCTCAGGTTCTTGAATCTGGTCTCCCLTGG
351 361 371 381 391 401 411 421 431 441 451
1230

- s A | |

SCCG“CTGTTCTCCCGCBGTSCLGTGG\TGTGAGTTGTGGTGCTGGCiGGGGGCCAGGHGTCTGPATCETGGTGTCPGTCCTGTTTFGCCFTGTGTTWTCCAGACTCTCBTCT
461 471 481 491 501 511 521 531 541 551 561

1230
615

0 ) VTV ) A Y WV A \ W

TCTFCTCGTTTTTTFTGJRGTGG;GGTCGTCCTTTCTT@TTCCTT?CTGETGAGGTTTTGCTGCTGCTLCTTCCQCTGTTC*CQGRC&TTCTATCATCTTC%CCCCCPGT
571 581 591 601 611 621 631 641 651 661 671
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