Genome Network Project_Full ~Length ¢cDNA clone

RIKEN_Clone_ID : WO1A041E20

Vector : pENTR-TOPO

Gene PTPN22
Accession ID of Originf BC071670.1 3436 bp
CcDS 2259 bp

@ Plasmid DNA purification

Date: 22.10 .05

Gene Engineering Division /' 4

RIKEN BioResource Research Center

Lot#: 8472 B2Ir

Culture : LB (25 ug/ml Kanamycin) 5 ml —> at 37 deg C over night

Date: 22.10.06

Purification : QIAGEN Miniprep kit —> dH,0 100 ul

@ Digestion by restriction enzyme/Concentrarion calibration

Date :

272 10.0b

DNA concentration (0.D.): (b3 ng/ul

DNA 0.6 ul
Enzyme (Notl + EcoRV ) 0.5+ 0.5 ul
Buffer H 1ul
dH,0 7.4 ul
Total 10 ul

Erectrophoresis : 1% agarose gel, 1x TAE Buffer

Marker : 2-Log DNA Ladder (NEB#N3200L)
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@ Confirmation of the insertion sequence

Date : ‘22, 10. | ‘IL
Primer A M13
Primer B T7 long
Primer C -
List of Sequencin http://dna.brc.rike
Pri b g njp/en/GNPclone
rimers
Jen.html

< Size of fragment expected from this clone >

Notl

5.0 kb

EcoRV

5.0 kb

Notl + EcoRV 2.5kb (Vector)

2.5 kb

DO @6

(D:Marker
@:uncut
3):Notl
@-EcoRV
(B):Notl+EcoRV

@ Adjust plasmid DNA solution to 25 ng/ul

Date : 22 .10.(8

DNA (163  ng/ul) 340
10x TE 540 ul
dH,0 4089  ul
Total 4T 6l
@ Shipping

!Conc. 25 ng/ UL, Volume - 40 u /]
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éggylrl:&%ms 8472_WO1A041E20_B2Ir_3_M13(-40)_E07_13_ABI24 Inst Model/Name 3500/3500 Instrument
8472_WO01A041E20_B2Ir_3_M13(-40) Oct 07,2022 10:10AM, JST
SIN G184 A:329 TH189 C:254  pio oo KB_3500_POP7_BDTv3 mob Gray line indicates quality value  OCt07:2022 10:38AM, JST
KB.bcp _ Pts 1447 to 13693 Pk1 Loc:1424 Spacing:11.98 Pts/Panel1350
KB 1.4.1.8 Cap:13 5 GTTTTCCCAGTCACGACGTTGTA 3 Version 6.0 HiSQV Bases: 954 (QV) < 40. Plate Name: 20221007_mix
) CC'IGT""CGT;GC CAAATTGATG AGCAATGC TT TT TTATAAT GCCAACT TTG TAC
1 10 19 28 77 46 55 a 57 10D
(l‘t‘tLi
1084
O _——— -
GCAGGCTCCGCGGCCGCECCCTTCACCGCTAGGGATAACAGGGTAATAGAAG GAGE CGCCACCIATGE aCC AAAT TCT GCAGAAGTTCCT GGATGAGGCCC
TUY T8 /Vo.tlf'! 136 145 154 163 172 181 190 199 208 217
b 7470, (Tb~D
1084 Vector BCO
5 AL I
0 | | | I |
GCAAG TTACT GAGGAGTTT GCCAATGAATTTCTGAAGCTG GGCAATCTACCAAGTACAAGGCAGAC CCTATCCTACAACTGTGGC TGAG AAGCCC
226 235 244 253 262 271 289 298 07 316 325 3
1084
. W\/W\/\/\/WWV\/\/\/\/\ i
CAGATATAAGGATATTT TGCCC TATGAT TATAGCCG GGTAGAACTATCCCTGATAACE TCTGATGAG GATTCCAGE T TCAATGCC TT
34 343 352 361 370 379 388 397 406 415 424 433 442
1084
| Wy
0 _ :
GGGAGTTTATGGACCCAAGGCTTATATT GCCACCCAGGGTCCT T TATCTACAACCCTCCTG GACTTCTGGAGG ATGATTTGGGAATATAGTGTCCTTATCATTGTTATGGC
451 460 469 478 487 496 505 514 523 532 541 550 55
1084
542
TGCATGGAGTATGAAAT GGG & GTGT GAGC GCTACTGGGCTG AGCCAGGAGAG ATGCAGC TGGAATTTGGCCCTT TCTCT GTATCCTGTGAAGCTG AARG
9 568 577 586 595 604 613 622 631 640 649 658 667
1084
> oo A o o g
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BI osystems 8472_WO1A041E20_B2Ir_3_T7long_F07_16_ABI24 Inst Model/Name 3500/3500 Instrument
8472_WO1A041E20_B2Ir_3_T7long Oct 07,2022 10:10AM, JST
SIN G:166 A:251 T73 C:1€ Primer B : T7 long KB_3500_POP7_BDTv3.mob G o . Oct 07,2022 10:38AM, JST
= = ray lin dicat al
KB.bcp ) Pts 1431 to 13622 Pk1 Loc:1408 y Ane dndwates quality value ooz BryPansiiasg
KB 1418 Cap:16 5 COGCCAAGCTCTAATACGACTCACTATAGGG 3 Version 6.0 HiSQV Bases: 932 (QV) < 40. Plate Name: 20221007_mix
GTGACCTG TTCGTTGCAACAAAT TG ATAAGCAATGC TT TCTTATAATGCCAACTTTG TACAA G GCTG
1 10 19 28 37 "
844 attLQ_
422
0
’ GGTCGGCGCGCCCACCCT I[TGC TACCTTAAGAG AGGAGCAATTGTTCACAGG TATT CCAAGTTGGTGGTGGATTCCT TGGTCCTTTGGGTTTTG CGGT!
%Cl 127 136 145 154 163 172 181 190 199 208 217
—t— 071670-2 (o~ 239 )
g44 cov 7 pe 1 \
422 ‘ ‘ ‘
o . ARN A . A 2 2 :
IT GCAAAACC ATTCAGAAATGAGC TGGAGTTAT TT GACTGAACAGATTCTGCAGGCTTGTTTGGT GGGCAAGAATTACAGATACT CT TTTTCAT GTTTCGC TTTTC
226 235 244 253 262 271 280 289 298 307 316 325 334
| 844
- | \ m“““m U
o LUV | | | n n \
CTCTTACTCCTTGTGAAACTTTTTCCAGGAGTCTTCAGTGTC TGTTTTGAAGATGTTGAATT TTCCATGG TGTCAGGAT AGCT TATGTTTCTATAGATTGGGCC
343 352 361 370 379 388 397 406 415 424 133 442
844
. ﬂmlﬂmﬂh I Il Il Il
10 LK A Y ol HARR LY A ELL AN
TGCATACAAT CT TCATCG GCAAG GAAGGACTCTAGAGTTCTTTCT GGGAGAGGAGGTGGGG GAGAAGAACGAT CTTG AT GTAGT TCTGATTTAGGACTTCGGAGT TTT
451 460 169 478 487 196 505 514 523 532 541 550 559
844
o AR \ Wy
CACTCTTGCTTEGT CTAA GTATCACAGAGTCAT CAAATTTC TTTGGT TCAGAT GTTCCACCC CATTECAGTEATE TTC CAATTTTTACCTTCACAGE TG AGGATAAG GATT |
568 577 586 595 604 613 622 631 640 649 658 667
844
422
ottt oo e
0
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