Genome Network Project_Full —Length cDNA clone Gene Engineering Division
RIKEN BioResource Center

RIKEN Clone_ ID : WO1A039J13 Lot#: 7566_A8A4
Vector : pENTR-TOPO Gene PHACTR3
Accession ID of Origin] AK091632.1 2372 bp
cDS 1680 bp
@ Plasmid DNA purification
Date : |g() ] Dq Culture : LB (25 ug/ml Kanamycin) 5 ml —> at 37 deg C over night
Date : | 80] 10 Purification : QIAGEN Miniprep kit —> dH,0 100 ul

@ Digestion by restriction enzyme/Concentrarion calibration

Date: | S0) (0

DNA concentration (0.D.): bg ng/ul
{ Size of fragment expected from this clone >

DNA {5 ul
Enzyme (Notl + EcoRV ) 0.5+ 0.5 ul Notl 44 kb
Buffer H 1 ul EcoRV 44 kb
dH,0 £\ 5 ul Notl + EcoRV 2.5kb (Vector) 1.9 kb
Total 10 ul

Erectrophoresis : 1% agarose gel, 1x TAE Buffer

Marker : 2-Log DNA Ladder (NEB#N3200L)
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@ Adjust plasmid DNA solution to 25 ng/ul

Date :/}0//5

@ Confirmation of the insertion sequence DNA ( (5 ng/ul) a5 0 ul
10x TE 247
Date : [§Q] | dH,0 23 il
Total 2470 ul
Primer A M13
Primer B T7 long @ Shipping
Primer C -

http://dna.bre.rike M Conc. : 29 ngiy Q. Volume : 40 u Q
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List of Sequencing
Primers
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Applied

- WO1A039J13_A8A4_M13_GO1_19_ABI24 Inst Model/Name 3500/3500 Instrument
BlE=ySTams WO1A039J13_ABA4_M13 Jan 12,2018 02:05PM, JST
SIN G:254 A:312 T:204 C:454 o KB_3500_POP7_BDTv3.mob  Gray line indicates quality val Jan 12,2018 02:32PM, JST
KB.bcp Primer AL MI3  Pts 1716108571 Pk1 Loc:1684 AUANLY VAIUE  gacing:10.28 Pts/Panel1350
KB1418 Cap:19 5 GTTTTCCCAGTCACGACGTTGTA 3 Version 6.0 HiSQV Bases: 714 (QV) < 40. Plate Name: 20180112-GNP
TTTATT TTGACTG ATAGTGRCETG T TECGT TGC E TTGATGAGC TEEeTT T TTEAT TG C CF CTE TETAC
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AGC GGCTCCMCCCCTTC CCIGC TAGGG ATAACAG GG T g GG AGCCGCCACC TGGCCGCGTCGG GG'CGGG "GCGGCTGCCTCGTGTCGLCGGGGLCCLCGC
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o NAWA TN VA AR P AW A A AT A AANAYIA
TCGCEAGRACGTGACECCAGCGTCETCACGCGACTCCTCGGC CACCTECCTCESG CGG ACGLCCGG GEAG CCCAGATGAGATGGACCA! CGCCCCCGGCEGCGTCCTGAATATCTGGTCET
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CAGGG ATTCG CTCCCCCTGTG *GGAGGAARCAGC ACTGGCCACCCTGGGCAGGATCTTC VC CCTGGR TGGAGG AAA : TG GCAGAC
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TFCAGCGCTGG AG G GATGGCCGGCAGGCAAGGC CGAGAGGAGCTCATC? G GG GECTGOTGGAGATGATE GAGCAGGATGCTG L GC AACTTGC CCCCGATY
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gggysetgms WO1A039J13_A8A4_T7long_A01_01_ABI24 Inst Model/Name 3500/3500 Instrument
W01A039J13_A8A4_T7long Jan 16,2018 03:06PM, JST
SIN G:217 A136 T:135 C:132 piiier B2 17 long KB_3500_POP7_BDTv3mob (.0 line indicates quality value Jan 16,2018 03:21PM, JST
KB.bcp Pts 1736 to 8707 Pk1 Loc:1704 Spacing:10.36 Pts/Panel1350
KB1.4.1.8 Cap:1 5 CGCCAAGCTCTAATACGACTCACTATAGGG 3 version 6.0 HiSQV Bases: 722 (QV) < 40. Plate Name: 20180116_GNP
\ T T T'GACTG ATAG T GACC TG T TCG TT G CAAC TTGATAAGCAATG C TTTCT TATAATGCCAAC TTTR TACAAG AAAGETG
i g 21 3T TT 5T BT 7T BT ST 10T
il 2.
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GG TCEELE EGCEEAC CE TITITGCEC TASC T'T G LG GG GC TTGTTCACAG & CE&;TGGCCTGTGG ATCTTGTC GTGCTTGCTTGATGCATGE TACET CCATTTCATT
1 i ASC- 129 131 141 51 161 171 181 191 201 211 2z
Lo ML Akodlb2)L (~ 13)
1098

nu..mennnmmmuuhmlmmlunmmh mmdmnummmlmlmlmmlunmmn

CTT TTGTACTCATTTAATT CTTTACGAATTGCTGCCTTATCTGEE TGEC TGEACAGTCTCG TCCAGGE PTTTGTETGLCCCTCCTGTCATAG TCCTGCGCTTTTGECTACTTCCACSG TAS
1 231 241 251 261 273 281 297 301 311 321 331
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TCACTGAATCGTATCAGAATTTTTCTGTCTC T TAATTCATCAACAGTGGGTCTCTGATT GETTTETT GICAATE T TTECTIEAT ITCT ST TG T T TE TTEGET GET E2G TET &
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TCATPTCETIT GTTTCARGATAT TTETTET OTC EAGCE TC TTCCALE GCAGGTLCTTTGGCC I CAGE CETTIGEARAARGC TTCATCTICEGATCT GETGECEEATCIEC TETCTT IC T
451 461 471 481 491 501 511 521 53 541 551 56
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[CATCAGTECTTCTEGCGGARAAAT GTTCC GGTCTTETAGTTECTGTTTGET TG G !
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