Genome Network Project Full ~Length cDNA clone Gene Engineering Division
RIKEN BioResource Center

RIKEN Clone ID : W01A034H09 Lotf: 7566_A4ET7
Vector : pENTR-TOPO Gene TNF
Accession No. | BC028148.1 1676 bp 1.1676
cDS 702 bp 158..859
@ Plasmid DNA purification
Date: (40507 Culture : LB (25 ug/ml Kanamycin) 5 ml —> at 37 deg C over night
Date: 40509 Purification : QIAGEN Miniprep kit —» dH,0 100 ul

@ Digestion by restriction enzyme/Concentrarion calibration

Date: 140509
DNA concentration (0.D.);_ [1Z ng/ul
{Size of fragment expected from BC028148.1 >
DNA ] ol
__Enzyme (Notl + ECORV) 0.5+ 05 ul Notl 3474bp
_Bufferd 1l ECORV 3474bp
dH,0 7.6 __ul Notl+ECoRV 2553bp (Vector) 921bp
Total 10 ul

Erectrophoresis : 1% agarose gel, 1x TAE Buffer

Marker : 2-Log DNA Ladder (NEB#N3200L)
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@ Adjust plasmid DNA solution to 25 ng/ul

Date : [#05/5

@ Confirmation of the insertion sequence BNAC (32 meduld .o £40  ul
A0 T J7.4...4l,
Date : [4-(5]2 dH,0 L2547 ul
Total 374.3 ul
Primer A M13
Primer B T7 long @® Shipping
Primer C -

List of Sequencing :Etpp/:/eﬁgaiﬁb;giggz ﬁ Conc.: 25 ng/ 1@ Volume: 40 w0
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APPROVED BY :
http://dna.brc.rikenjp/index.html




Applied

AS Bibystems 8472_WO1A034H09_A4E7_T7long_HO1 22 ABI24 Inst Model/Name 3500/3500 Instrument
' 8472_WO01A034HO09_A4E7_T7long Sep 28,2022 02:50PM, JST
SIN G194 A262 T:161 C:1 pyi o B -7 Jong KB_3500_POP7 BDTV3.Mob  Gyay line indicates quality value Sep 28,2022 03:17PM, JST
KB.bcp Pts 1394 to 13942 Pk1 Loc:1371 Spacing:12.37 Pts/Panel1350
KB1418 Cap22 5 CGCCAAGCTCTAATACGACTCACTATAGGG 3 Version 6.0 HiSQV Bases: 955 (QV) < 40. Plate Name: 20220928 GNP
FCGTTGC c ’FTG T TGETTTCTTAT T GCE 2T TTGCTAC G GCTG
1 10 19 28 37 46 ) 55 100 109
tt L
994
5 WWM\MN\ W\MWM
O —
GETECGGCECGCECACGCET MIGCTACETT G AGAGGAGC TTGTT CACAGG CIT CAC GGGC TG TCCC GTAGACCTGC CCAGACTCGGC GTCGAGAT
ASLEI 127 136 145 154 163 172 181 190 1599 208 217

994 ector ¢——— | BGO28KS.1( ~859)
bl bttt b

GGGCCGATTGATCTCAGCGCTGAGTC GGTCACCCT TCTCCAGC TGG GACCCCTCCCAGATAGATGGGCTCATACCAGBGEETTGECETCAGECECCTE TGGRETOCTCEETC T
226 235 244 253 262 2771 280 289 298 307 316 328 334

954

o T A

GGCAGGGGCTCTTG AT GGCAGAG AGGAGGTTGACCT TGGTCTGGTAGGAG ACGGCGATGCGGC TGATGGTGT GGG TGAGGAGCACATG GG TEGAGCEGEBCAGCCTTG GCCCTT!

343 352 361 370 379 388 397 406 415 424 433 442
| 994
. ‘ ‘ ‘ l “
SAAGAGGACC TG GGAGTAGATGAGGTACAGGCCCTCTGATEGCACCACCAGC TGGTTATCTCTCAGETCC CGCCATTGGCCAGGAGGGCAT TG GCCCGGCEGGTTCAGCCACT
451 460 469 478 487 496 505 514 523 532 541 550 559
994

i W \ \ e

GGAGCTGCCCCTCAGCTTGAGGET TTGC TACRACATGGGCTACAGGC TTGTCACTCGGEBETTC GAG GATGATCTGACTGCCTGGGCCAGAGGGCTGAT TAGAGAGAGGT!
568 BT 586 595 604 613 622 631 640 649 658 667
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égg{lﬁ%m . 8472_\WO1A034H09_A4E7_M13(-40)_GO1_19_ABI24 Inst Model/Name 3500/3500 Instrument
' 8472_WO01A034H09_A4E7_M13(-40) Sep 28,2022 02:50PM, JST
' . s ’ Primer A ' M13 ) . ; :
SIN G:264 A:297 T:200 C:308  Primer 3 KB_3500_POP7_BDTv3.mob Gray lins fndieates quality velue  Sep28.202203:47PW, JST
KB.bcp - NGl T T e Pts 1389 to 13792 Pk1 Loc:1366 Spacing:12.17 Pts/Panel1350
5' GTTTTCCCAGTCACGACGTTGTA 3 _ . 7
KB1.4.1.8 Cap:19 Version 6.0 HiSQV Bases: 965 (QV) < 40. Plate Name: 20220928 GNP
YTTT GACTGATAGT GACCTGTTCGTTGCAAC TTGATGAGCAATGC TTTTT TATAAT GCCAACTT TGTAC
1 10 18 28 7 46 55 64 T3 B2 ot T00 Toe
] attl1
1174

= vt el

GCAGGC FCCGCGGCCGCCCCC‘TC CCISCTAGGG AT CAGGG TAATAG 7 GGAGCCGCCACCI TG AGCACTG GCATGATCCGGGACGTGGAGCTGGCCGAGGAGH
IT8 /V01€1 136 145 154 163 172 181 180 199 208 217

5877
: Wl Wmmmwmmw

SCGCTCCCCAAG G CAGGGGGGCCCCAGGGCTCC GGCGGTGCI[GTT‘CCTC GCCTCT‘TC CC’ITCCTG TEGTGGCAGGCGECACCACGCTCTTCTGCCTGC TGCACTTT
226 235 244 255 262 271 280 289 298 307 316 325 334

“ ol ottt

GGAGTGATCGGCCCCCAGAGGG GAGTTCCCCAGGGACCTCTCTCT Te GCCCICTGGCCC GGCAGTCAGATCATCTTCTCG CCCCG AGTGAC GCCTGTAGCCCAY

343 352 361 370 379 388 397 406 415 424 433 442
1174
587
TGTTGTAGC CEEE TET CGETGAGGGGCAGCTCCAG TG ECTGAACCGE CBGEGLCT T.GC.CC TE CTEGCC TGGCGTGCGGAGCTGAGAGAT CCAGCTGGTGGTGC CATC A
451 460 469 478 487 496 505 514 523 532 541 550 559
11174
- MWMM\AMMM\MM\AMW\MV\A/\MNW\MMW l | AW
sAGG GECT GTACETCATCETACTC ECAGEBTCETRETTC GGGCC GGCTGCCCCTCCACCCATGTGO TCCTCACCCACACCATCAGECCED TCECECETCTCCTACCA GACT
568 577 586 565 604 613 622 631 640 649 658 667
1174
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