Genome Network Project_Entry clone

RIKEN clone ID: WO1AO1

4F15

Vector : pPENTR/D-TOPO

@®Plasmid DNA purification

Date : 100607

Date : 100608

Gene ADORAI1

Accession No.| BC026340.1 2756 bp

1..2756

CcDS 981 bp

2567.1231

Culture :LB (25 ug/ml Kanamycin) _3 ml —37°C O/N

Purification : QIAGEN Miniprep kit—dH,0 100 ul

@Digestion by restriction enzyme / Concentrarion calibration

Date : 100608

DNA concentration (0.D.):___ 79.91 ng/ul

Marker:2-Log DNA Ladder

{Expected digestion pattern from BC026340.1 CDS>

2553, 1081 bp

DNA 2 ul
Restriction enzyme (Not[+BssH II ) 0.5+0.5 ul
Buffer H 1 ul
dH,0 Ll
Total 10 ul

Erectrophoresis: 1% agarose gel, 1 X TAE Buffer

(NEB#N3200L)

F3
3
5

NotI+BssHIL

\<b

@ Adjust plasmid DNA solution to 25 ng/ul ~preparation for shipping~

Date :

Shipped : 25 ng/ul, 40 ul

Final ¢

oncentration: 25 ng/ull

DNA (__ 1144 ng/ul) 4% pul
10X TE Lb.4q ul
dH,0 (5" ul

Total 2585 ul




Project : GNP

Sample : W01A014F15_M13.E05_10060910LJ
Result : W01A014F15_M13.E05_10060910LJ
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Operator : 2.100609.furu
Instrument : CEQ System (Ver. 9.0.25)
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Project : GNP
Sample : W01A014F15_T7.F05_10060910LJ
Result : W01A014F15_T7.F05_10060910LJ
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| GEHETYYX : Nucleatide Sequence Homology Data |
Unit Size to Compare = B

Date : Z010.06.11 Pick up Locaticn No. = 1

1st Nuclsotide Sequence
File tame : BCOZE340.1.gnu
Sequence Size 1. 981 [ 578 / 591 bp) INT/OBT.5core § < 2048/ 2216 >

2nd Nucleotide Sequence 617! CCCCEGAGGG COGUGETGGT CATAGOUGEE TGCTGGATCS TCTCCTTOGT GETGGGACTG
File Name : WOLAQ14F15 M13.E05 _10060910LJ.fasta e & ik REatac Rl LWLl
Sequence Size : 782 3 i COCATGO CGOTCTGATC TCT-CTTCET GGT-GGACTS
Unit Size to Compare = & €77 BCCCCTATGT TTGGCTEGAR CAATCTGAGT GUGGTGGAGE GOGCCTGGGT AGCCARCGGC
Pick up Lﬂc-’iﬂlﬁn NG- = 1 dEhaasdaEs RE kheas b EEwsAFEAhEre FhkEs ad e Enab ey wTed FReraabbae

36" -CCCOTATGT TT-GCTGG-A CAATCTGAGT GCGET-GAGC GGGCCT-GGC ABCCAACGGC

737" AGCATGGGGG AGCCCGTGAT CAAGTGCGAG TTCGAGAALG TCATCAGCAT GGAGTACATG
| 581 / B4l bp} mT{OPT.-SCOIB S 2158/ 2280 > whkwaad kahr Kb AR kkwaEd R kA kb hds FhkrdR ek EA Fadd bbb ad Fhassadhue
41" AGCATGEGEG AGCCCGTGAT CARGTGCGAS TTCGAGAAGGE TCATCAGCAT GGAGTACATG

257! ATGCCGCCC TCCATCTCAG CTTTCCAGEC CGCCTACATC GGCATCGAGS
COATHRHET HAXNRIAID pABFEARELS FRESCATERE CIELALIOR 797! GTCTACTICA ACTTCTTTGT GTGGGTGCTG CCCCCGCTTC TCCTCATGET CCTCATCTAC
181" GAGUCGCCAC CATGCCGCCC TCCATCTCAG CTTTCCASGC CGCCTACATC GGCATCGAGS SrrorEeatE SRbitbuebs Lhiakbaesa FReirinies dlarteasan s

151" GTCTACTTCA ACTTCTTTGT GTGGGTGCTG CCCCCGCTTC TCCTCATGET CCTCATCTAC

A06' THOTCATOSC COTGETCTCT GTGCCCGEGA ACGTGCTGGT GATCTGGLUG GTGAAGGTGA
Lo dotta e @Il R Sl R A 857" CTGGAGGTCT TCTACCTAAT CCGCARGCAG CTCRACAAGA AGGTGTCGGC CTCOTCCGGC
241“ TGCTCATCGC CCTGGTCTCT GTGCCCGGGR MGTGC'I\(_"GT GATCNGG(:G GTGMGGTGA dtddbeandn Fersasdhbea A R R RS S st dbFrras FRkFEATIAF st bdEesas
211" CTGGAGGTCT TCTACCTARAT CCOGCARRGCAG CTCRACAAGA AGGTGTCGGC CTCUTCCGGE

366' ACCAGGOGCT GCGGGATTCC ACCTTCTGECT TCATCGTGRCC GCTGGCGGTE GCTGATGETGG _

KESEAITRAL 2RRIUEIIR VETIOAREES AhETTEEELE AP anbevsd dEETEretae 917! GACCCOGCAGA AGTACTATGS GARGEAGUTG AAGATCGCCA AGTCGCTGEC CCTCATCCTC
301" ACCAGGCGCT GCGGGATTCC ACCTTCTGCT TCATCGTGCC GCTGGCLGTG GOTGATGTGS VEeraeihd FRAREAEERL MR CEeriHy] FYA et ShebaeRend vhakrk e
271" GACCCGCAGA AGTACTATGG GARAGGAGCTG ARGATCGCCA AGTCGUTGGC CCTCATECTC

426" CCOTHBGTEC CCTEGTCATC CCCUTCGCCA TCCTCATCAR CATTGGGCCA CAGACCTACT
FREREAAL Y LEERAAEREY RNy ARV RGE S AR CRR T ChA O AR F 977! TTCCICTITE CCCTCAGCTG GCTGCCTTTG CACATCCTCA ACTGCATCAC CCTCTTCTGC
361" CCGTGGGTGC CCTGETCATS CCCUTCGCCA TCCTCATCAR CATTGGGCCA CAGACCTACT CECAEAEES Faphrlidd Poteaniiis elhliadialid Chradaiald SXRARIRa
331" TTCCTCTTTS CCCTCAGCTG GUTGLOTTTG CACATCCTCA ACTGCATCAC CCTCTTCTGC

486" TCCACACCTG CCTCATGGTT GCCTGTCCGGE TCCTCATCCT CACCCAGAGC TCCATCCTGE
Chh sk ke ds b krasbadw Farshdwratd ARt h et iahd FFhAEeeerd LR R an']’l CAGTCCTGCC MMGCCC_RG CATCCTTACC THCRTTGCCA TCTTE‘CTCAC GCACGGCMC
42‘1!1 TCCACACCTG CCTCHTGGTT GC{‘TGT{:CGG TCCTCATCCT CACCCP\GAG,C TC{:ATCCTGG Fhaerhabd e FAhbtarrid CHRFAAFREF ARFVRETANF arsav bR aws IR R R RN
391" CAGTCCTGCC ACAAGCCCAG CATCCTTACC TACATTGCCA TCTTCCTCAC GCRCGGCARAC

546" CCOTGCTGGEC ARTTGCTETG GACCACTACC TCCGGSTCAA GATCCCTCTC CGGTACAARGA
SAEDERFAEE KAPASEL NS BHOARPAES PRRTFUREET VEGRETIEAY haadhnlene 1097" TCGGCCATGA ACCCCATTGT CTATGCCTTC CGCATCCAGA AGTTCCGCGT CACCTTCCTT
481" CCCTGCTEGC AATTGCTGTS GACUACTACC TUCGGGTCAR GATCCCTCTC CGGTACARGA T Tl L e L e e L L S
451" TCGGOCATGA ACCCCATTGT CTATGCCTTC CGCATCCAGA AGTTCCGCST CACCTTCCTT

606! TGGTGGTGAC CCCCOGGAGE GUGGCHETGEE CCATAGCCGG CTGCTGGATC CTCTCCTTCG
S RS R R R R e R khkr stk dras FohbIraatd b IR RS R 1157' MGATI“I‘{EGA ATGMCRT‘I‘T CCGCTGCCAG E‘CTGCMCTC Ccnmm GGA'TC'I‘CCCA
541" TGGTGGTGAC CCCCCGGEGG GCGGCGGTM CC}\TMCCC'G CTGCTGG-RTC CTCTCCTTCG R R b htrahd SaddArbbir dbrddrdhby tdbAbraned wradr ke
511" AAGRTTTGGA ATGACCATTT CCGCTGCCAG CCTGCAROCTC CCATTGACGR GGATCTCCCR

666" TGETGGGACT GACCCUTATG TTTGGCTGGA ACAATCTGAG TGCGGTGGAG CGGGUCTGEG
atbberraddh wbtddbdetd Fhrerdat bk ERadhbbtad bR EEFIAREEE SdRbR ey lzl?l GMGAGAGGC CTm’fGMTAG
601" TGETGGGACT GBCCCCTATG TTTGGCTGGA ACARTCTGASG TGUGGTGGAG CRGGCUCTGES i ke ik et
571" GARGAGAGGC CTGATGACTG AGTTTCCTGT GAACRATTGL TUCTCTCTTA AGGTAGCARA
726' CAGCCRACGG CRGCATGGGG GAGCCCGTGA TCAAGTGCGA GITCGAGRAG GTCATCRGCA

SPERbEBaFE AEEARPUTET FERCERAREE brad kv errd LEesradbad SAkAEAErda

661" CAGCCRACGG CAGCATGGGG GAGCCOGTGA TCAAGTGCGA GTTCGAGRAG GTCATCAGCA

786" TGGAGTACR- TGGTCTACTT CBACTTC-TT TGTGTGGGTG CTGCCCCOGE TTCTCCTOA
IR R R .iv bhks hA kR FRdbEEREEA bAv bAoA Ewas .ii - LR

721" TGGAGTACAT TGETCTCHTT CAACCTCTTT TGTIGTGGGTG CTGCCCCCGE NTCCTCCTAT

844t GGTCCTCATC TACCTGGAGG TCTTCTACCT AATCTGCAAG CAGCTCAACA AGARGGTGTC
-

TRL" GG

st Nucleotide Seguence

File Name ¢ BCOZ26340.1.anu
Sequence Size + 981
2nd Nucleotide Sequence
File Name : WOIAD14F15_T7.F05_10060910LJ. fasta (Complementary)
Sequence Size : 159



