Genome Network Project Full ~Length cDNA clone Gene Engineering Division
RIKEN BioResource Research Center

RIKEN_Clone_ID : WO1A013102 Lot#: 8472_B2Ir
Vector : pENTR-TOPO Gene PSMB7
Accession ID of Origin] BC000509.2 999 bp
cDS 834 bp
@ Plasmid DNA purification
Date : 59 /¢ -05 Culture : LB (25 ug/ml Kanamycin) 5 ml —> at 37 deg C over night
Date : )2./¢- Ofc Purification : QIAGEN Miniprep kit —> dH,O 100 ul

@ Digestion by restriction enzyme/Concentrarion calibration

Date : 22./2.0Y¢

DNA concentration (0.D.):  [43.% ng/ul
< Size of fragment expected from this clone >

DNA 0.7
Enzyme (Notl + EcoRV ) 0.5+ 0.5 ul Notl 3.6 kb
Buffer H 1 ul EcoRV 3.6 kb
dH,0 53 ul Notl + EcoRV 2.5kb (Vector) ' 1.1 kb
Total 10 ul
Erectrophoresis : 1% agarose gel, 1x TAE Buffer DB @ 6 (TD:Marker
@:uncut
Marker : 2-Log DNA Ladder (NEB#N3200L) 3):Notl
(kb) @:EcoRV
10.0 - B):Notl+EcoRV
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@ Adjust plasmid DNA solution to 25 ng/ul

Date : 22.10.( %

@ Confirmation of the insertion sequence DNA ( |43  ng/ul) 3#9 ul
10x TE 8.0 ul
Date: 29,/0.07 dH,0 48, % ul
Total (fgg @ ul
Primer A M13
Primer B T7 long @ Shipping
Primer C .

http://dna.brec.rike dConc. : 29 ng/ (#9 volume:40 @

List of Sequencing njp/en/GNPclone

Primers 3en.html Fresre——rgrtR—volome—c=fh-ll=—
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N Y H
AR égg‘(‘&g - 8472_W01A013102_B2Ir_M13(-40)_G02_20_ABI24 Inst Model/Name 3500/3500 Instrument
‘ 8472_W01A013102_B2Ir_M13(-40) Oct 05,2022 03:29PM, JST
SIN G:141 A:181 T:124 C:157 Primer A : M13 KB_3500_POP7_BDTVMOb (1.0 line ind: : Oct 05,2022 03:57PM, JST
- i e indicates 7 ;
KB.bcp -, Pts 1401 to 13417 Pk1 Loc:1378 ¥ HICIEAtes Mualny VAlUE o ches 0 RiEPansiE50
KB 1.4.1.8 Cap:20 TTTTCCCAGTCACGACGTTGTA 3 Version 6.0 HiSQV Bases: 935  (QV) < 40. Plate Name: 20221005_GNP-2
l'TTTTG-CTG TAGTGACCTGTTCGTTGC G TTGV TG AGC TEETTTTTTAT T GEC CTTTG TACA]
1 10 19 28 )’?7 16 55 64 73 82 91 100 109
attLl
1018

v O Vi) VA WA W

GC GGCTCCGCGGCCGCCCCCT'I‘“C' CCIGC TAGG GAT ChGGGT TA GF EEAGCCGCCACCATGG CGGECTGTETCGGTGTATGCTCCACCAGTTGRAG GCTTC TC T
118 lﬁ/'f 136 145 154 163 172 181 190 199 208 217
otl
. BC000509.2 ( 5~ )
1018 &
ecton
509
O mu
TT:GAT CTGCCGCAG G TGCCGTCTTGGAAGCCGATTTTGCAAAGAGG GG ATAC GCTTCCAAAGGCCCGG ACTGGCACG ACCATCGCTGGGGTGGTCTAT GGAT
226 235 244 253 262 271 280 289 298 307 316 325 334
| 1018
509 ‘
0 \ __ __ \
GGCATAGT TCTTGGAGCAGATAC G .GC’/ CTG GGGATGGTTGTTGCTGAC G CTGT TCAR TA CRC T EATATCTCET TATTTAT TGTTGTGGTGCTGGGACH
343 352 361 370 379 388 397 406 415 424 433 442 4
1018

o | WAL il

GCTGCAGACACAGACATCG AC CCCRG CT CATT TE'TTC.CI CCTGGAGCTCCACTCCCTCTCCACTGGCCG TCTTECCAGAGTTGTG 2BCAGCCI TCGGATGCTG GCAG

51 460 469 478 487 496 505 514 523 532 541 550 559
1018
0 WYLUVYVUTY ! J \} |
TGCTTTTCAGGTATC GGTTACATTGGT GCAGCCCTAGTITTAG GG GG AGTAGATGTTACTG GACCTCALCC TC TACAGCATC TATCECTCAT GGATC CTGAT GTTG(
568 557 586 595 604 613 622 631 640 649 658 667

T
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Applied

K, 5 Blosystems

S/N G:126 A:196 T:127 C:1¢

8472_WO01A013102_B2Ir_T7long_H02_23_ABI24

Inst Model/Name 3500/3500 Instrument
8472_W01A013102_B2Ir_T7long Oct 05,2022 03:29PM, JST
KB_3500_POP7_BDTv3.mob Oct 05,2022 03:57PM, JST

Primer B T7 long Gray line indicates quality value
KB.bcp : Pts 1407 to 13561 Pk1 Loc:1384 ¥ Spacing:12.17 Pts/Panel1350
KB1.4.18 Cap:23 5 CGCCAAGCTCTAATACGACTCACTATAGGG 3 Version 6.0 HiSQV Bases: 937 (QV) < 40. Plate Name: 20221005_GNP-2
EFG'I‘TCGTT‘GC C TTGAT GC T BC TTTET TAT TGCE ST T T GTAC G GCTG(
i 10 19 28 37 )46 55 od i) 82 91 100 109
attL
972
ghy |
0 n g . ‘ A
S6TCE GCEEGCECACE ET T T GETACET'T GAGAGGAGC TTGTTCACAGG \CITCAGG AAGTGTCCATTGT TTGGACTG TTTCTTCCAGCACCTC TCTCCAGAGGAGTC
127 136 145 154 163 172 181 d 190 199 208 ZlT
?BCDOOSUCI.Z( A 3})
972 '
- \M\/\ ‘
O - i -
3 TTTTCTC GTGAGGACTECAGBTAGTCECCTTTCTCACAECTGTACCGECC GCCTEGTCCCCTTE TTCT T'CGGERAE BTG TG TAT R G CEE AR TCCAGETTETTCTTE ]
226 235 244 253 262 271 280 289 298 307 31le 325 334
972
486 ‘l
0 | AR WARA | A A
'GATGACGCAGAGGTC TGTTGCTTCCGGAGCCCAGGTCGTTG GATGCCAGC TG CGATGEC TTC GETECACC AGATTCTTG EC TPTEETECTCE TCCATETCT G GEE T CT
343 352 361 379 388 397 406 415 424 433 442
972
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0 A “ ‘ AR JVVY
TATECTTCZ TACAGC CATTGC T GCCE GGAGCCAG CCCATGG TG ACAT GGC CTTATCAGTTGATCCATGAGG ATAGATGC TG TAGAGGTGAGGTCCAGT CATC
451 460 469 478 487 496 505 514 523 532 541 550 559
Q72
) “ ‘ ‘ ‘
0 ) A )\ i A
TACTLCECECET CTAGGGCTGCACC TGT CETTGATACETG 3 T-CTGCTTC'GC TCCGATTGGCTGTCAC CTCTGGG GACGGCCAGTGG AGAGGG
568 B9 586 595 604 613 622 631 640 649 658 667
972
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