Genome Network Project_Full ~Length cDNA clone

RIKEN _Clone_ ID : WO01A012021

Gene Engineering Division
RIKEN BioResource Research Center
Lot#: 8472 B2ir

Vector : pPENTR-TOPO Gene BCL10
Accession ID of Origin] BC053617.1 1303 bp
cDS 702 bp
@ Plasmid DNA purification ‘
Date : 22. ¢0. (:93 Culture : LB (25 ug/ml Kanamycin) 5 ml —> at 37 deg C over night
Date : 22./0 - OV Purification : QIAGEN Miniprep kit —=> dH,O 100 ul

@ Digestion by restriction enzyme/Concentrarion calibration

Date: 22.(0.0Y

DNA concentration (O.D.): ’Lﬁg‘ 7 ng/ul

{ Size of fragment expected from this clone >

DNA o. 7 ul
Enzyme (Notl + EcoRV ) 05+ 05 ul Notl 3.4 kb
Buffer H 1 ul EcoRV 3.4 kb
dH,0 7.3 Notl + EcoRV 2.5kb (Vector) 0.9 kb
Total 10 ul
Erectrophoresis : 1% agarose gel, 1x TAE Buffer DO @6 (D:Marker
@:uncut
Marker : 2-Log DNA Ladder (NEB#N3200L) @):Notl
(kb) @)-EcoRV
10.0 - (B):Notl+EcoRV

8.0
4.0

3.0 2.0
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@ Adjust plasmid DNA solution to 25 ng/ul

Date : 22 (0.(8

@ Confirmation of the insertion sequence DNA (|43  ng/ul) Jrho
10x TE 49.C__ul
Date : 22.{0.07 dH,0 3¢3.5 ul
Total 497, 2. ul
Primer A M13
Primer B T7 long @ Shipping
Primer C =

http://dna.bre.rike dConc. 5 2 ng/ ©e  volume : 40 U Q

List of Sequencmg njp/en/GNPclone
Primers
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ﬁ}:;‘a’? mggylllft%ms 8472_WO01A012021_B2Ir_M13(-40)_A02_02_ABI24 Inst Model/Name 3500/3500 Instrument
M~ 8472_W01A012021_B2Ir_M13(-40) Oct 05,2022 03:20PM, JST
SING:179AB23 T173C226 .\ .ara KB_3500_POP7 BDTVSMOD  Giay line indicates quality value Oct 05,2022 03:57PM, JST
KB.bcp Pts 1414 to 13475 Pk1 Loc:1391 ‘ Spacing:11.96 Pts/Panel1350
KB1.4.18 Cap:2 5 GTTTTCCCAGTCACGACGTTGTA 3’ Version 6.0 HiSQV Bases: 945  (QV) < 40. Plate Name: 20221005_GNP-2
TAGT GACCTGTTCG TTGCAACA TTGATGAGC TGECTTTTTTAT TGCCAACTTTG TACAR
E 10 19 28 37 JQO 00, od 13 82 91 100 1
ottLl
1150
575 u‘
: ) o A \
GCAGGECTCCGC GGCCGCECCCCTTCACC|IGCTAGGGAT CAGGGT TAG GGAGCCGECCACOATG G AGCCCACECBCACCHE TCCL TCACCGAGG BGGACCTICACTG
U9 TI8 M{Zf 136 145 154 163 172 181 199 208 217
—l BC 0536117 1( |13m)
575 ‘
i )
GTGAAG GGACGCCTTAG TTTACGTGTATACCTGTGTGAG TCATAGC TGAG AGACATTT TGATCATCTACGTGC A"ATACTCAGTAGAG? GACACTG
226 235 244 253 262 27 % 280 289 298 30 316 325 3
1150
. | A
o I |
G TTTETTGTCGAACATC GT 4 G GGGCTGG ATTGT TAGACTACTTACAGG CCE AL GGTCTGGACACCCTTGTTGAATC TAT TC GG GAG
34 343 352 361 370 379 388 397 406 415 424 433 442
1150
\ il
0 \ | |
CACAG!? CTTCCTGATACAGAAGATTACAGATG GTGC TG CTTAG ATAT AACTAGAACATCTGAAAG GACT TGTAGCAGTTGTG CETTITITECAGATGEGE
451 460 469 478 487 496 505 514 523 533 541 550 55
1150
575 ‘ ‘
0 A W
GLCCACSH [ e T:ETC CRGATC \ATTCAGATGAGA GTAATTTCTCTG CTGAGGGCATCCACTGTCATGTACCATCCAG GG G TCEAGC AEGAC GCCCTT
9 568 577 586 595 604 613 622 631 640 649 658 667
1150

27 e A e oVt sy
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B =
AY Blosglflset%ms 8472_WO01A012021_B2Ir_T7long_B02_05_ABI24 Inst Model/Name 3500/3500 Instrument
R 8472_W01A012021_B2Ir_T7long Oct 05,2022 03:29PM, JST
SIN G:209 A419 T:249 C:2 pyiiner 15 17 lome KB_3500_POP7_BDTv3.mob i e - Oct 05,2022 03:57PM, JST
’ ¥ ine indicates quality wvalue
KB.bcp i | - Pts 1412 to 13456 Pk1 Loc13ge  'aY 1! e Spacing:12.0 Pts/Panel1350
KB1.4.18 Cap5 5 CGCCAAGCTCTAATACGACTCACTATAGGG 3 Version 8.0 HiSQV Bases: 957  (QV) < 40. Plate Name: 20221005_GNP-2
E CTG ATAGT GACCTGTTCGTTGCAACAAAT TGATAAGCAATG CTTTCTTATAATGCCAACT TTGTACAAG AAAGCT(
; 1 10 19 28 T 1% 1 ) 73 83 91 100 109
Qtt
924
462 ‘ hh‘u ‘ ‘
0 A “. ‘ X ‘ ‘.
3GGTCGGCGC GCCCACCCTT|TGCTACCTTAAGAGAGGAGCAATT GTTCACAGG ClTCAT TG TCGT GAAACAGTACGTG AT CTTAAGGGAAGAAACATCTCAC TAGAGTT TG
]A]S%L 127 136 145 154 163 172 181 190 199 208 217
o 0536171 ( ~32F
924 ., Loy B )
. | WNVW\
0 b S M
CACAAGTTCCTTCTTCTTCTAACT GTAGAT CT GGTGGCAAAGGAGGAGCCCCTGGGTCCCCAGETCTGGG AAGTGTAGTTGAR GAGAAGAT GGTAT TTTCA GTTCTGCCTACT |
226 235 244 253 262 271 280 289 298 307 316 325 334
924
. HELTA ﬂ“l l l“ lmmﬂ“m“m
P | | R AT AARAAAARARRR
ICTAGAACA GGC TTCAGAGAAGAATTAGTAG GGGCGTCGTGCTGGATTCTCC TTCTGGATGGTACATGACAGTGGATGCCCTCAGTTTTTCAG AG TTAC TC
343 352 361 370 379 388 397 406 415 424 433
924
) luﬂﬂhlummﬂl A Uil m“ﬂ“
: AR AR
TCATCTGAATTTGATCTGGAGAGGTTGTTCGTG GCTCCATCTGE A GGTTCACAACTGCTACATTTTAGTCCT TTCAGATGTTCTAGTTTTATATTTCTAAGT TTCA GG
451 460 169 178 487 196 505 514 523 532 541 550 559
924
- W \ l | VWL
0 =% fa% . Fa¥ al~ls o .
ITTCATCTGTAATCTTCTGTATCAGGAAGTTCTGTGTTTTTTCTCGCCGAATAGATTC GGGTGTCCAGACCTTTTGGGTTTTCCT GTAAGTAGTC TAACAAT TTT
568 59 586 595 604 613 622 631 640 649 658 667
924
462
W |\ Ay
0 . A 2
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