Genome Network Project_Entry clone

RIKEN_clone ID: WO1AOQ10EO1
Vector : pPENTR-TOPO

Accession No.

@Plasmid DNA purification

Date :100412

Date :100413

Gene| FLJ11783
AK021845.1 1495 bp 1..1495
cDS - bp

Culture :LB (25 ug/ml Kanamycin) _3 ml —37°C O/N

Purification : QIAGEN Miniprep kit—dH,0 100 ul

@Digestion by restriction enzyme / Concentrarion calibration

Date :100413

DNA concentration (0.D.):__20.96  ng/ul

DNA 5 ul
Restriction enzyme (Notl+BssH II ) 0.5+0.5 ul
Buffer H 1 ul
dH,0 3 ul
Total 10 ul

Erectrophoresis: 1% agarose gel, 1 X TAE Buffer

Marker: 2-Log DNA Ladder (NEB#N3200L)
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@ Adjust plasmid DNA solution to 25-ng/ul ~ preparation for shipping~

Date : (0Ot (5

18 0% ng/ul. —> 5531 /yial

IFinal concentration i&ng?fufl

DNA (20, 96 ng/ul) 69 ul
10X TE 2 ul
dH,0 2 ul

Total ul
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Project : GNP
Sample : WO1A010E01_M13.C04_100414115P
Result : WO1A010E01_M13.C04_100414115P

System : CEQ System Operator : 2.100414.furu

Instrument : CEQ System (Ver. 9.0.25)
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Project : GNP System : CEQ System Operator : 2.100414.furu
Sample : W01A010E01_T7.D04_100414115P Instrument : CEQ System (Ver. 9.0.25)
Result : W01A010E01_T7.D04_100414115P
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Taxt2
[ GENETYX : Nucleotide Seguence Homology Data ]
Date : 2010.04.14

1st Nuclecotide Sequence
File Name : AKD21845.1.gnu
Sequence Size : 1495

2nd Nucleotide Seguence
File Name
Sequence Size 744

Unit Size to Compare = 6

Pick up Location No., = 1

: WOlRO010EOQ1_M13.C04_100414115P.fasta

GCCTCCCTCT
TTTGACTGAT
GGTGATGGCC
CAACTTTGTA
ACCTTGCTTT
TAATAGAAGG
CCAGCCACTC
drkrrEER e

CCAGCCACTC

CCCCCATCCC

FEEEE A S

CTGGGCAGAT
AGTGACCTGT
TCATCCAGGG
CARARRAGCA
CGAARRRCCCG
LA
AGCCGCCACC
CCCCTTCCTT
AR R RS R

CCCCTTCCTT

GCCCTTCTCT

EEkEE R AR

CCCCCATCCC

TCCTGGGGCT

kEEEE kA A

GCCCTICTCT

TGGAAGGGGT

EEk Ak A E A AR

TCCTGGGGCT

AGTTATACTT

EEE R E Ak kA

AGTTATACTT

CRARGTTATT

ek

CRAAGTTATT

TGGATGRAGG

HEw ek ko k

TGGATGAAGG

TTCTATAAAC

TR *

TGGAAGGGGT

TAGTGTGGTG

FE kR Ak E A

TAGTGTGGTG

CCTTAGAAAG

e ke ke

CCTTAGAAAG

GTCAGAGCGT

dek ko ok ke

GTCAGAGCGT

ATTATTCGG

EE T

TTCTAT-GAG
TGAGTTCAGG
*w *
CGA-CCCAGC
AGTTCGAATT
TGCAACGRAC

GCTAGGGGCT

[ 445 / 497 bp] INT/CPT.Score : < 1624/ 1646 >
61' CCCTCCCTCC CTCCTAGAGA CCTGATCCCG CCACATCCCC
i CAGNTCT TAAGCTCGAG GCCCCAAATA ATGATTTTAT
121' GTGTTACTCC TAGGGCAGTT TTCCTCTCGG GCGTCTCTCG
58" TCGTTGCAAC ARATTGATGA GCARATGCTTT TTTATAATGC
181" CCACGTTCTC CTGGCCCTTG GGGATCGTGT CCCTTCCAGC
118" GGCTCCGCGG CCGCCCCCTT CACCGCTAGG GATAARCAGGG
241' ATGAACCCTC GCGCCATCCC CGGGCCAGGT CCCTATACTG
Ak Ak Tk hk TR E FEEFF T FAAF A AR A A A F R FR R ER R

178" ATGRACCCTC GCGCCATCCC CGGGCCAGGT CCCTATACTG
301" CACCTCCACC CTCTACCCCC ACCCCAAGCA GACCGATCCT
FhF A AT AT TR A E R A TR A AT Fh kA A v d kA AR ErEEE A A

238" CACCTCCACC CTCTACCCCC ACCCCAAGCA GACCGATCCT
361" TCTCGTCATT TCATTATTGA TCCACCTTTT CCTAGGCCAA
FhE ek kAR AR AR rE ddkd Rk vk dd ARk Ak E e

298" TCTCGTCATT TCATTATTGA TCCACCTTTT CCTAGGCCAR
421" GGGGGAAGCC AGGTTGGGGT GAGGAGAGTA GATAAGGGAC
FHE R A AR R AR AR TR AR TR AA b A bR Ry FRdEr R R

358" GGGGGARGCC AGGTTGGGGT GAGGAGAGTA GATAAGGGAC
481" GCGGTGGTTG CTTTGGGATG GGAGARRAAG GATTATCAAG
N e e S

418" GCGGTGGTTG CTTTGGGATG GGAGAARAAG GATTATCAAG
541" GACTTGGGGT TGTCTCTGAT TCTTGTAAGG GGACCCAAGG
FE AT F A AT T ARFRFAEEIAE kR E R E A AR E kAR AR AR

478" GACTTGGGEGT TGTCTCTGAT TCTTGTAAGG GGACCCARGG
601" TGCCCCTTCC CCATTAGTAC TGGGGCAAGA ACGGAGTTGC
FE Rk A A A AR AR AR A AR AR A A A A A AR R SRR AkEdE R R

538" TGCCCCTTCC CCATTAGTAC TGGGGCAAGR ACGGAGTTGC
661' CCCCTTCAGC ARARAGGAAR GTTGCCCRAG GRAGGGARG
- - w - * *® ko * & & *x *

597" ACAATTGCTC CTCTCTTAAG GTAGCARAGG GTGGGCGCGC
721' GGCGTTECGC ATTTGTTTTC CATTGGATGC AGARGGGGGGE
wh ok ww Ehw
656" ARAGTTG-GC ATTATAAGAR AGCATTGCCT ANCANTTTGT
781" GAGGATGGCR TGGGGGATGC TAGGAGGAGGE ARGAGCAGCT
715" CAGTCAARAT RAARACATTAT TTTGCCATCC

-1~

TTTCCTGTGA
TTCAGCCAGT
*

TTTCTTGTAC
GTAGAGGGGG
ANGNCACTAT

GAAGCGARAGG
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Text2

1st Nucleotide Seguence
File Name H
Sequence Size : 1495
2nd Nucleotide Sequence
File Name (A
Sequence Size : 545
Unit Size to Compare = 6
Pick up Location Ho. = 1

AK021845.1.gnu

[ 432 / 500 bp] INT/OPT,Score : < 1519/ 1544 >
241" ATGAACCCTC GCGCCATCCC CGGGCCAGGT CCCTATACTG
.4.» .!11. ExH AT T A
1€, TCCNCCNGGT CCCTATACTG
301" CACCTCCACC CTCTACCCCC ACCCCARAGCA GACCGATCCT
.‘i.!ill‘! kE kT AR R RN ke kR R R Rk 2R RS SRR R R
41" NACNTCCACC CTCTACCCCC ACCCCARGCA GACCGATCCT
361' TCTCGTCATT TCATTATTGA TCCACCTTTT CCTAGGCCAA
ek w Ak kR Rk d hrAAE kbR dd wrdkdrdbwh oy ek e kbR
101" TCTCGTCATT TCATTATTGA TCCACCTTTT CCTAGGCCAA
421' GGGGGAAGCC AGGTTGGGGT GAGGAGAGTA GATARGGGAC
FE AR AR T RAE A EXEAEARE RS FRANEAA RS kR A b e Rk R e
161" GGGGGAAGCC AGGTTGGGGT GAGGAGAGTA GATARGGGAC
481" GCGGTGGTTG CTTTGGGATG GGAGAARRAG GATTATCAAG
kEkkkkhkdk kA hEdkr Ak Ehk FE A hE A A EEE dh kA Ak E A
221" GCGGTGGTTG CTTTGGGATG GGAGRARARAG GATTATCAAG
541" GACTTGGGGT TGTCTCTGAT TCTTGTAAGG GGACCCAAGG
AR AAL AR BRSNSl it NEEEERSESE D]
281" GACTTGGGGT TGTCTCTGAT TCTTGTAAGG GGACCCAAGG
601" TGCCCCTTCC CCATTAGTAC TGGGGCAAGA ACGGAGTTGC
Ehk kb d Ak kA kdrd AkA ok d A drad Ak A AR A A A d
341" TGCCCCTTCC CCATTAGTAC TGGGGCARGA ACGGAGTTGC
661' CCCCTTCAGC ARMAAGGRAA GTTGCCCAAG GAAGG-----
- % - - * ok ww . W - w
400" ACAATTGCTC CTCTCTTAAG GTAGCARRGG GTGGGCGCGC
715' GCCAGTGGCG TT------ GC GCATTTGTTT TCCATTGGAT
kR W - LR E A RS - wk kkw w ok
460" -ARGTTGGCA TTATAAGAAAR GCATTGCTTA TCRATTTGTT
769" TTGTAGAGGG GGGAGGATGG CATGGGGGAT GCTAGGAGGA
519" AGTCARAATA ARATCATTAT TGCCATC
-0=

CCAGCCACTC

FEEEE kAR

CCAGCCACTC

CCCCCATCCC

FEE A A E A

WO1A010EQ1_T7.D04_100414115P.fasta (Complementary)

CCCCTTCCTT

FEEEEEE AR

CCCCTTCCTT

GCCCTTCTCT

dEE kR k kA E

CCCCCATCCC

TCCTGGGGCT

dEkE kR R E TR

TCCTGGGGCT

AGTTATACTT

Wk

AGTTATACTT

CARAAGTTATT

FRE kA ERE AN
CARAGTTATT
TGGATGARGG
FhrkEE A
TGGATGAAGG
TTCTATARAC
T
TTCTAT-GAG
-GAAGTTGAG

v+ +
CGACCCAGCT
GCAGRAGGGG
ke

GCARACGAACA

GGAAGAGCAG

GCCCTTCTCT

TGGARGGGGT

EkE kR E

TGGARGGGGT

TAGTGTGGTG

W

TAGTGTGGTG

CCTTAGARAG

KR EEEE AL AR
CCTTAGARRAG
GTCAGAGCGT
FREREE AR
GTCAGAGCGT
ATTATTCGG
x ox %
TTTCCTGTGA
TTCAGGTTCA
thE Ak
TTCTTGTACA
GGAGTTCGRA
GGTCACTATC

CTGCTAGGGG
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