Genome Network Project_Entry clone Gene Engineering Division
RIKEN BioResource Center

RIKEN Clone ID : WO1A006N04

Vector : pENTR/D-TOPO Gene SP2
Accession No. | BC016680.2 2876 bp 1..2876
cDS 1821 bp 52..1872
@ Plasmid DNA purification
Date : 130225 Culture : LB (25 ug/ml Kanamycin) 5 ml => at 37 deg C over night
Date : (30226 Purification : QIAGEN Miniprep kit —> dH,O 100 ul

@ Digestion by restriction enzyme/Concentrarion calibration

Date : (3030l
DNA concentration (0.D.):__ (%1 ng/ul
DNA o.] ul
Enzyme (Notl + BssHIl ) 0.5 + 0.5 ul
Buffer H 1 ul
dH,0 7.9 ul
Total 10 ul

Erectrophoresis : 1% agarose gel, 1x TAE Buffer

Marker : 2-Log DNA Ladder (NEB#N3200L)
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<Expected size of fragment from BC016680.2 CDS>
2553, 1921 bp
@® Confirmation of the insertion sequence @ Adjustment of DNA concentration
Shipping amount : 40 ul
Date : 73020 7 Concentration at the time of preparation of plasmid DNA : 25 ng
Primer A M13 Date: /303/5
Primer B T7 long
Primer C = DNA ( ﬁ ng/ul) D7 ul
i 10x TE N I
S LISt Of. http://dna.brc.riken.jp/ dHXO N £s. :9 =
equencing en/GNPclone3en.html 2 504 9 ul
Primers Total LS. 7 ul
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SIN G:216 A:163 T:148 C:18 Primer A : M13

WO01A006N04A3BmM_M13(-40)_E04_13

WO01A006N04A3Bm_M13(-40)
KB_3500_POP7_BDTv3.mob

Inst Model/Name 3500/3500 Instrument
Feb 27,2013 01:03PM, JST
Feb 27,2013 01:29PM, JST

KB.bcp i , Pts 1365 to 13448 Pk1 Loc:1342 Spacing:11.8 Pts/Panel1350
KB1.4.18 Cap:13 5 GTTTTCCCAGTCACGACGTTGTA 3 Version 54 HiSQV Bases: 1013 Plate Name: 130227_mix
CGG (CIG 1C TTA(GC rJCGGGCCCF-.:LT;LiTG;'TTT'J?-,TTT GACTGEATAGTGACCTGTTCGTTGCAACRACR ATT GATGAGCAATGCTTTTTTATAARATGCCARACTTTGTACAA
1 11 21 31 41 51 61 71 81 91 101 1
1184
592
0o N AR ) Al .
ARARAAGCAGGC TICCGCG GCCGCCCCC TTCACCGC TAGGGITAARCAGGGTAATAGAAGGAGCCGCCACQATGGC TGCCACTGCTGCTGTGAGTCCCAGTGACTACCTGCAGCC]
L1 121 ”0{1131 141 151 161 171 Swt 191 201 211 221
—————— Tl €% incerd)
118 at Bl inger
592
0 \
IGCCGCCTCCACCACCCAGGAC TCCCAGCCATCTCCETTAGCCCTGC TTGECTGCAACATGTAGCARAATTGGCCCTECAGCAGTTGAAGE TGCTCGTGACACCTCCTGCT CCCCCC
231 241 251 261 271 281 291 301 311 321 331
1184
o A ““ Hﬂ A ““HH I nhﬂ A
o LWUURUWU A VAN AV UUT AN H NNV ) LU
3CAGCCCACACCGCGGALAACTTGTCCCTATCRAAACCTGCCCCTCTCCCTCTCAGCCCCGGCARGARTAGCTTTGGAATCTTGTCCTCCRAAGGAAA ATATACTTCAGATTCAGGG
341 351 361 374 381 391 401 411 421 431 441
1184
o RAT \
0
GTCACAACTGAGCGCCTCCTATCE TGGAGGGEAGC TGGTGT TE GCTATC CAGAATCCCACCATGATCAACAARAGGGACCCGATCAAATGCCAATATCCAGTACCAGGCGGTC
451 461 471 481 491 501 511 521 531 541 551 561
1184
592 ‘
0
CCTCAGATTCAGGCAAGCAATTCCCARACCATCCARGTACAGCCCAATCTCEACCAACCAGATCCAGATCATCCECTG GEACCAACCAAGC CATCATCACCCCCTECACE G CQ
571 581 591 601 611 621 631 641 651 661 671
1184
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gﬁ’,} : égggl;&%ms WO1AOOBNO4A3Bm_T7long_E05_14 Inst Model/Name 3500/3500 Instrument
co WO01A006N04A3Bm_T7long Feb 27,2013 01:03PM, JST
SINGUBASTATCAT [ e KB_3500_POP7_BDTv3.mob Feb 27,2013 01:29PM, JST
KB.bcp Pts 1360 to 13337 Pk1 Loc:1337 Spacing:11.84 Pts/Panel1350
KB 14.1.8 Cap:14 5 CGCCAAGCTCTAATACGACTCACTATAGGG 3 Version 5.4 HiSQV Bases: 976 Plate Name: 130227_mix
INIAGCCC GG GIATG GCAIA 'P?PT(GZTTTT;TT TT GACT GATAGTGACCTGTTCGTTGCAACAAAT TG .2TAA GCAAT GCTTTCTTATART GCCAAC TTTGT;(%%GR:«LGCTGd
1 14, 21 31 41 5a, 6l 71 81 91 i 0 1 [hilan
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S0 MM M AT AT UV A W U A
GTCGGE;GE;GQCC \CCCTTTGCTACCTTRAGAGRAGGAGCAATTGTTCACAGGARAAC TC:"'CLLGTTCTTCGTG ACCAGECTGEGGTETTGTAATGC TTGGCTGAGGT GGTCACTCE'T
12 ngHl 131 141 151 161 171 S‘to{’ 181 191 201 211 221 23
attlL —i
= il ‘ ‘ l l l “ l
:PTG;;GCGCTTCTGPCACTGGGCGCLCTCGP@GCGTTTGTCCCCTGTGTGGGTGCGEGC;TGCCGTTGGFGCTCGTC;CTCCGTGTGgPCCTCTTCCCPCHG;LGFLCCDGTT
i 241 251 261 271 281 291 301 - 311 321 331 341
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GCAGACAAAGGGCCGCTCGCCAGTGTGCAGGCGCACATGGGCHE \.CGCAGCRAGGACGTCTTRACG G2A& ACEGTOCTTGCECACAGTCE GGEATGTGGCACARC GTGCTICTTCTTGLCC CTY
351 361 371 381 391 401 411 421 431 441 451
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3CTCTCCA GACCTCTTCTCCCCATCCTTGCAGTTGGGACACGTGCAGGCCATGCGGCGCCGCTTCTCCCCGGGCTGGGTCT CTCCGGCCAGGGCTTGTTCCATTTGCAGC TG(

461 471 481 491 501 511 52:1 531 541 551 561 5
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ATC TG GGTGGGEGETCA GCCCACTGATGGEGT CAGGTTGTTCCC }‘G?AR;.CE«TTCTGCACTGTC%GCTGCTGCTGCCCGCCTGTGTTGGTG;TGGTGT«C?\GGC;\C GC CC TGG A
71 581 591 601 611 621 631 641 - 651 66l 671
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