Genome Network Project_Full ~Length cDNA clone Gene Engineering Division
RIKEN BioResource Research Center

RIKEN_Clone_ID : WO1AOQ06113 Lot#: 8472 BOlg
Vector : pENTR-TOPO Gene NRF1
Accession ID of Origin] BC016925.1 2514 bp
cpS 1569 bp
@ Plasmid DNA purification
Date: 20.09. 16 Culture : LB (25 ug/ml Kanamycin) 5 ml —> at 37 deg C over night
Date: 20.09. 1" Purification : QIAGEN Miniprep kit —> dH,0 100 ul

@ Digestion by restriction enzyme/Concentrarion calibration

Date : 20,0917

DNA concentration (0.D.): 208 ng/ul
< Size of fragment expected from this clone >

DNA 0.5 ul
Enzyme (Notl + EcoRV ) 0.5+ 0.5 ul Notl 4.3 kb
Buffer H 1 ul EcoRV 3.3,08, 0.2 kb
dH,0 75 ul Notl + EcoRV 2.5kb (Vector) 0.8, 08, 0.2 kb
Total 10 ul
Erectrophoresis : 1% agarose gel, 1x TAE Buffer DOO @6 (D:Marker
3 @:uncut
Marker : 2-Log DNA Ladder (NEB#N3200L) ®):Notl
@:EcoRV
(®):Notl+EcoRV

@ Adjust plasmid DNA solution to 25 ng/ul

Date : 20. 0‘13-,5‘3
@ 'ponﬁrmation of the insertion sequence DNA ( 20 %  ng/ul) 7 0.0 wul
10x TE 1744 _ul
Date:](},ﬂ‘],[? dH,0 5,?5[-0 ul
Total 8 ul
Primer A M13 Tte.
Primer B T7 long @ Shipping

Primer C =

http://dna.brc.rike Ji‘:onc. + 29 ng/ (12  Volume: 40 u 2
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S/N G:185 A:238 T:140 C.242

pplied
Blosystems

Primer At M13

8472_WO01A006/13_B0lg_M13(-40)_A01_01_ABI24

Inst Model/Name 3500/3500 Instrument
Sep 18,2020 09:41AM, JST
Sep 18,2020 10:08AM, JST

8472_WO01A006113_B0Ilg_M13(-40)

KB_3500_POP7_BDTv3.mob Gray line indicates quality value

(ol

il

KB.bcp ‘ Pts 1630 to 12706 Pk1 Loc:1607 Spacing:11.04 Pts/Panel1350
KB 1.4.1.8 Cap:1 5 GTTTTCCCAGTCACGACGTTGTA 3 Version 6.0 HiSQV Bases: 899 (QV) < 40. Plate Name: 20200918_GNP
CTG TTCGT TG CAACAA AT TG ATG AGCAATGC TT TTT TATAATGCCAACT T TG TAC
1 10 19 28 37 16 1 2 T3 ) 5T T00 oY
1154
| 577
0 :
GCAGGC TCCGCGGCCGCECCCTTCACHGACATAGTCACHG C TAGG GATAACAGGG TAATA GAAGE AGC CGCCACCR TG G AGG ARCACGG AG TG ACCCAAACEG
7 TS lV 136 145 1 ]iB 172 181 19 199 208 217
bt 1 ~Gce L
e
p———— - . Ay
o y sc _BCOIEA25, 1 (79 w,)
. ol \
0 A
CATATGGCTACCATAGAAGCACATG CAGTGGCCCAGCAAGTGCAGCAGGTCCATGTG GCTACT TACACCG AGCATAG TATGC TGAGTGCTGATGAAGACTCGCCTTC TTCTC CO
226 235 244 253 262 F71 280 289 298 307 316 325 33¢
1154
517
0 :
GAGGACACCTCTTACGATG AC TCAGATATAC TCAACTCCACAGCAGCTGATGAGGTGACAGCTCATCTGGCAGCTGCAGGTCCTG TGGGAATG GCCGCTGCTGCTEE TGTGGC
1 343 352 361 370 379 388 397 406 415 424 433 442
1154
577 ‘ ‘ ‘
0 | NV
ACAGGAAAGAAACG GAAACGGCCTCATGTATTTGAGTC TAATCCATCTATCCGGAAGAGGCAAC CACGTTTGC TTCGGAAACTTCGAGC CACGTTAGAT GAATATAC TA(
451 460 169 478 487 496 505 514 523 532 541 550 559
1154
MM\NWV\NM\(\MMMMWV\/WWNW\NW\ h | |
ITCGTG TE 66 ACAGE \TTGTCCTCTGTATCTCACCCTCCAAACC TAACCCTG TCT TTAAAGTGT TTGGT GCAGCACC TTTGGAGA ATGTGGTGCG TAAG TACA AC
568 577 586 595 604 613 622 631 640 649 658 667
1154
)
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Applied

- Biosystems 8472_WO01A006113_B0Ig_T7 long_B01_04_ABI|24 Inst Model/Name 3500/3500 Instrument
8472_W01A006113_BOIg_T7 long Sep 18,2020 09:41AM, JST
SN G142 BA78 T137 C prygr B 1717 lomg KB_3500_POP7_BDTv3.mob Gray line indicates quality value Sep 18,2020 10:08AM, JST
KB.bcp e Pts 1597 to 12622 Pk1 Loc:1574 . Spacing:11.15 Pts/Panel1350
KB1.4.1.8 Cap4 5 CGCCAAGCTCTAATACGACTCACTATAGGG 3 Version 6.0 HiSQV Bases: 887  (QV) < 40. Plate Name: 20200918_GNP
1 A C TTGATAAGCAATGCTT TCTTATAATGCCAACTT TG TACAAG GC
1 10 19 28 37 46 55 &) 31 100
(lttLl
1088
0 —
TGGETCEGCGCGCCCACCC T|TTG ETACCT TAAG AGAG GAGCAATT GTTCACAGG clrcac TG 1 TG TCACCAC CTCCACAGC TTGGCCGTCCATGE T'GACTG CG C
T As¢lT 127 136 145 154 163 172 , 199 208 217
| | (acolsnag L( ~187)"
1088 Vacter

- , . Wl | Dl

TGTCTG ? TCCTGGTGGTCACAGGGGCCATGGC CACC TGCACTGGTCCGTTG CCC TG GG CGAGGC TGGETCACCACAGTCTGGTACATGCT CACAG GG TCTGGACCAGGCCT

226 235 244 253 262 27 280 289 298 307 316 325
1088
544 ‘
O = -
GTGGCTTTGTCAGTCAGG ATCCACTTGCGACCTG CACGATCTGCCAT GAGGCCATTAGCATCTTGGACTCCAG TAAGTGCTCCGACGGCTGCTGCGGTTTCCCCAG ACAAG
334 343 352 361 370 379 388 397 406 415 424 433 442
1088
544 ‘ ‘
0 J ; A , a
CGATCTGTCCCCCACCTTGTAAGGTG GCCTCAGCCAGGG TG GCGACAGCATGGGCGGCAGCTTCGCTGTTAAGCGCCATAG TGACTG TAGCTCCCTGCTGCATE TCCTGAG
451 460 469 478 487 496 505 514 523 532 541 550
1088
544

0 . ‘ | , A . A

GCTGCCACTGCGGCCTCTGCCAACGATGC CACCGCCTGGG TGGCCTC TGATGC T TGCG TCGTC TG GATGGTCATC TCACCTCCCTG TAACGTE GCC QA TTTTGT TC ¢
559 568 537 586 595 604 613 622 631 640 649 658 66

1088
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