Genome Network Project_Entry clone Gene Engineering Division
RIKEN BioResource Center

RIKEN_Clone ID : WO1A003D05

Vector : pENTR/D-TOPO Gene HSF2BP
Accession No. | BC000153.2 1899 bp 1..1899
: cDS 1005 bp 316..1320
@ Plasmid DNA purification
Date : {20304 Culture : LB (25 ug/ml Kanamycin)_5 ml —> at 37 deg C over night
Date: {30%05 Purification : QIAGEN Miniprep kit —> dH,O 100 ul

@ Digestion by restriction enzyme/Concentrarion calibration

Date : |20306

DNA concentration (O.D.): 5% ng/ul
DNA 05 ul
Enzyme (Notl + BssHIl ) 0.5+ 0.5 ul
Buffer H 1 ul
dH,0 7.5 ul
Total 10 ul

Erectrophoresis : 1% agarose gel, 1x TAE Buffer

Marker : 2-Log DNA Ladder (NEB#N3200L)
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{Expected size of fragment from BC000153.2 CcDS>
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2553, 1105 bp

@ Confirmation of the insertion sequence @ Adjustment of DNA concentration
Shipping amount : 40 ul
Date : /20 2// Concentration at the time of preparation of plasmid DNA : 25 ng
Primer A M13 Date : /203//
Primer B T7 long
Primer C - DNA (_ 3%  ng/ul) 9/
- 10x TE o ul
S List Of. http://dna.brc.riken,jp/ dHXO /5_7‘ ;7
e;n_xencmg en/GNPclone3en.html 2 gJ, ul
HEHIETS Total 2.6 Ul

APPROVED BY :
http://dna.brc.riken jp/index.html




WO01A003D05_A3Bm_M13(-40)_F01_16
WO01A003D05_A3Bm_M13(-40)
KB_3500_POP7_BDTv3.mob
Pts 1238 to 12993 Pk1 Loc:1215
Version 5.4 HiSQV Bases: 1004

" Applied
pfw Biosystems
S/N G:19 A:13 T:11 C:11

KB.bcp
KB 1.4.1.8 Cap:16

Primer A : M13
5 GTTTTCCCAGTCACGACGTTGTA 3

Inst Model/Name 3500/3500 Instrument
Mar 07,2013 03:32PM, JST

Mar 07,2013 03:58PM, JST
Spacing:11.47 Pts/Panel1350

Plate Name: 20130307_GNP
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ITCGCICCG CCTTAAR GCITCG(GCCCCCCRIRTRAT GITT TTATTTT GACTGAT.AGTGACCTG TTCGTTGCIACRAARTTGATGAGCARTGCTTTTTTATAATGC CAACTTTGTACAARA
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AAR OOJOOOH—OOQOOGOOOOOOOOHHOV CCGCTAGGG ITAACAGGGTAATAG AAGGAGCCGCCACCATG GGCGARGCGGGCGCCGCTGAGGAGGCCTGCCGGCACRTGGGAR
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CCTCTTGTGGGGTGTCTCCAGCAGTGAGGAARGTCGTCAAGGCCATTTTGGGAGGA GA
581 591 601 611 621 631 641
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CTAAAGAGGAATTT GTTARAGTCAGAAAGAAGGATC TGGAACGGC TGACAACTGAAGTGATGCAAATACGGGACTTCTTACCCAGAATACTAAATGGGGAGGTGCTGGAGAGCT
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S Applied WO01A003D05_A3Bm_T7long_F02_17 Inst Model/Name 3500/3500 Instrument

Biosystems WO01A003D05_A3Bm_T7long Mar 07,2013 03:32PM, JST
SIN G:26 A19 T:23 C:19  Primer B : T7 long KB_3500_POP7_BDTv3.mob Mar 07,2013 03:58PM, JST
KB.bcp Pts 1247 to 12998 Pk1 Loc:1224 Spacing:11.52 Pts/Panel1350
KB1.4.1.8 Cap:17 7 CUCCAAGETCTAATACGACTCACTATAGGG 3 Version 5.4 HISQV Bases: 1018 Plate Name: 20130307_GNP
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AGCCTCAGTA AGGCACACCTCTGCATCTGGA LCCACAGCA LGGGA IGGACTCTCGC TGATGTAT TTCAAGCCTTT ATTGATGCT
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TACATTGTATAGGGARCRTCAGC? AGCACTTTGAGTTTGGT! ACTETCCTGEGCTTC GTCTCCCAGAAGCTGCAATATGGTGTCCAAGAGCACCCGGCTTG RATTY
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TTCACGACCACATGCTATAGCA GCAA \TTCGTGACAARTTCCAGCCAGAGCGARRRACAR ACTGACTTTCATCCGAATCCAGCTCCTGGACATCACCGTCTAACGAC
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