Genome Network Project_Full —Length cDNA clone

RIKEN Clone ID :

MO1C097A10

Vector : pPDONR221

Gene Engineeri

ng Division

RIKEN BioResource Research Center

Lot#: 8472 B2As

Gene SLC16A3
Accession ID of Origin] AK127319.1 4210 bp
CcDS 1398 bp

@ Plasmid DNA purification

Date :2022.0/.3 |

Culture : LB (25 ug/ml Kanamycin) 5 ml => at 37 deg C over night

Date : 2022.02.0]

Purification : QIAGEN Miniprep kit —=> dH,O 100 ul

@ Digestion by restriction enzyme/Concentrarion calibration

Date : 2022.02.0 |

DNA concentration (O.D.): (53 ng/ul
< Size of fragment expected from this clone > )
DNA 0\7 ul ')!/ Add;tio‘ﬁ’j_ Hllﬁclj— Site.
just at 3 vecton insent
Enzyme (Hincll + EcoRV ) 0.5 + 0.5 ul Hincll —Sekb 22 |77 kp e J.’:f,i%w‘
Buffer H 1 ul EcoRV 3.9 kb
dH,0 7.3 ul Hincll + EcoRV 2.2kb (Vector) 1.7 kb
Total 10 ul
Erectrophoresis : 1% agarose gel, 1x TAE Buffer DO @6 (D:Marker
@):uncut
Marker : 2-Log DNA Ladder (NEB#N3200L) ®):Hincll
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@ Confirmation of the insertion sequence

Date : 2022, 0203

Primer A M13
Primer B T7 long
Primer C -

List of Sequencing
Primers

http://dna.brc.rike
nJp/en/GNPclone
3en.html

@ Adjust plasmid DNA solution to 25 ng/ul

Date :

DNA (_ (53  ng/ul) Jo.o
10x TE 48,9 ul
dHZO 360\ "( ul
Total 4_&'”7‘5 ul
@ Shipping

dConc. - 25 ng/ u 2  Volume:40 @

TRt fyolumes e el

API'TE p(?/\%EQa%}’fcz.rike. |._]lp trdexhtmi




plied

BlbEystems 8472_M01C097A10_B2As_M13(-40)_F02_17_ABI24 Inst Model/Name 3500/3500 Instrument

8472_MO1C097A10_B2As_M13(-40) Feb 02,2022 09:56AM, JST

SIN G:248 A198 T:203 C:2E o 4+ 111 KB_3500_POP7_BDTv3.mob Gray line indicates quality value _Feb 022022 10:11AM, JST

KB.bcp pa Pts 1699 to 8707 Pk1 Loc:1667 Spacing:11.0 Pts/Panel1350

KB14.18 Capi7 5 GTTTTCCCAGTCACGACGTTGTA 3 Version 6.0 HiSQV Bases: 668 (QV) < 40. Plate Name: 20220202_GNP
TAGTGACCTGTTCGTTGCAAC TTGATGAGC TGECTTTTTTATAATGCEAACTTTG TAC

e 11 21 31 41 oL ol fil 81 9l 101 &

attLl
1000

. I ul il

i GCImGGCTTC C ATGGG AGGGGCCGTEGG TGGACGAGGGCCCCACAGGCEGTCAAGGCCCC TG ACGE CGGCTGGRGECTGGGCCGTGCTCTTCGGEBC TGTTTCGTCATCACTG G
TI L2 161 L5 181 191 201 211 221
(2'7 19. 23H~

1000 ecfor~

500 /\[\

0 M
CTTCTCCTACGELTTCC G GGCCGTCAGTGTCTTCTTCAAGGAGCT ACAGG AGTT TG GG ATCGGETACAGCGACACAGCCTGGATCTCCTCCATC CTGETE GCCATGCT

231 241 251 261 271 281 291 301 3171 27 331

= Ammmwwwmwmmemfuwmmw_m&mmmmmﬂmmm

CTACGGGACAGGTCCGCTC TGCAGTGTGTGCGTGAACCGCT TTGGCTGCCGGCCCGTCATGC I TGTGGGGGEGTCTCTTTGCGTCGCTGGGCATGGTGGCTGCGTCCTTTTGCY
341 5L 361 371 381 391 401 411 421 431 441

1000

o Il | | ! )

GGAGCAT CATCCAGGTCTACCTCACCACTGEGGGTCATCACGGGGT TGEGGTT TG GCACTCAACTTCCAGCE CTCGCTCATCATSG CT GAACCGCTACTTCAG CAAGRG GCEGCEC
451 461 471 481 491 501 511 521 581 541 551 561

1000

- | iy A e P M Mo

CATG GC CAACGGGCTGGCGGCAGCAGGTAGCCETGTC TTCCTGTGT
gl 581 591 601 611 621 631 641 651 661 671

1000

o M e oo W™ o Y0y
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Applied

Biosystems 8472_MO01C097A10_B2As_T7long_G02_20_ABI24

8472_M01C097A10_B2As_T7long

Inst Model/Name 3500/3500 Instrument
Feb 02,2022 09:56AM, JST

SING73AB3TH0CBE s oy KB_3500_POP7_BDTv3.mob Gray line indicates quality value Feb 02,2022 10:11AM, JST
KB.bcp Pts 1712 to 8707 Pk1 Loc:1680 Spacing:11.01 Pts/Panel1350
KB 1418 Cap:20 5 CGCCAAGCTCTAATACGACTCACTATAGGG ¥ Version 6.0 HiSQV Bases: 670 (QV) < 40. Plate Name: 20220202_GNP
Y TTTTGACTGATAGT GACCTGT TCGT TGCAACAAATTGATAAGCAATGCTTTCTTATAAT GCCAACT TTGTACARAG GCT GGG
1 11 21 31 41 51 61 1 B1 91 101 T
atrL [
982 Vecton
DALA | Uil
I 0 ) A )
| _TCGACACTTGTTTCCGGGGETGTGARCCACC TCCCCGTTTTTCTCAGGCTCAGCC TTCAGG ARATGCTCEACC TCCCGCAAGTECACECCCG AGTCT GCAGGAGGCT TGTGGAG)
; AimeT 121 131 141 151 161 171 181 191 201 211 221
| —5 AKI2T319.1 (~37%5)
| 982
SR NWX/WV\M\MMMN\MN\MN\MI\AM
CTTCTCCTCCTCCGCGGCCGCCACCTCAGGECTGTGGCTCT TTG GGCTTCTTCCTAATGCAGAAGAAGTTGCCCAGCAGCAAAATCAGGGAGGAGGTG AGCACCT CGG CCCCCGd
231 241 251 261 271 281 291 301 311 321 331
= [\/\/W\[\/\/\IXN\/V\A/J\/\/\/\
MNW\M/\M\]\MMNV\MM\AM} et i
0 \M\N\MVWWW\/\ NW\/\A U
CAGGATGRACACGTACATGTAGACGTGGGTCGCATCCAGGAGTTTGCCTCCCGAAGGGGGCCCGACGAGCAC GGCCACCGE CTCCATCAGCAGCACCA GG CCAATGGCACTG
341 351 361 371 381 391 401 411 421 431 441 451
982
491 ‘
I'B b | AN ‘ U [NV /)
GAGAACTTGTGGGTGCCCACGATGGCCATGAGCACCTCGAACTGCAGGGCCCCCACCATGCCGTAGG AG AT GCC? AGATGCAGAAGACCACGAGGCCGCCGTAGTCG
461 471 481 491 501 511 521 531 541 551 561
982
| 0 -
CCCGCCGTAGAGCCCGCC
571 581 591 601 611 621 631 641 651 661 671
982
o
0
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