Genome Network Project_Full ~Length cDNA clone Gene Engineering Division
RIKEN BioResource Research Center

RIKEN Clone_ ID : M01C096B02 Lot#: 8472_A9E9
Vector : pPDONR221 Gene FLJ16165
Accession ID of Origin] AK131245.1 2311 bp
cDS 1317 bp
@ Plasmid DNA purification
Date : | qu'% W Culture - LB (25 ug/ml Kanamycin) 5 ml —> at 37 deg C over night
Date: (90513 Purification : QIAGEN Miniprep kit => dH,0 100 ul

@ Digestion by restriction enzyme/Concentrarion calibration

Date : (405 4

DNA concentration (0.D.): Vil ng/ul
< Size of fragment expected from this clone >

DNA 0.2l
Enzyme (Hincll + EcoRV ) 0.5+ 0.5 ul Hincll 3.8 kb
Buffer H 1 ul EcoRV 3.8 kb
dH,0 1.5 Hincll + EcoRV 2.2kb (Vector) 1.6 kb
Total 10 ul
Erectrophoresis : 1% agarose gel, 1x TAE Buffer DO @ ® (M:Marker
2 @:uncut
Marker : 2-Log DNA Ladder (NEB#N3200L) @):Hincll
(kb) @:EcoRV
o 6.0 ®)Hincll + EcoRV
Y —
3.0 20
1.5
1.2
10
0.5
@ Adjust plasmid DNA solution to 25 ng/ul
Date :
@ Confirmation of the insertion sequence DNA ( QDL]L ng/ul) aoé 0l
10x TE J0.1 ul
Date : ({0515 dH,0 Y5 f ul
Total ' 701.7 ul
Primer A M13
Primer B T7 long @® Shipping

http://dna.brc.rike Cone. : 29 ng/ U Q, Volume : 40 u 2

List of Sequencing njo/en/GNPclone

Primers 3en.html M‘“‘l Al 7] 2

Primer C
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Applied

Blosystems 8472_MO1C096B02_A9E9_2_M13(-40)_C02_08_ABI24 Inst Model/Name 3500/3500 Instrument
8472_M01C096B02_A9E9_2 M13(-40) May 15,2019 10:03AM, JST
S/N G:202 A:179 T:180 C:287 Primer A : M13 KB 3500 _POP7_BDTv3.mob g P . May 15,2019 10:17AM, JST
— - - . tes quality value
KB.bcp ) Pts 1762 to 8706 Pk1 Loc:1730 Gray line indica d ¥ Spacing:10.43 Pts/Panel1350
K£1'4'1'8 Cap8 5 GTTTTCCCAGTCACGACGTTGTA 8 Version 6.0 HiSQV Bases: 698 (QV) < 40. Plate Name: 20190515_GNP
TTIATTTTGACTG ATAG TGACCTG T TCG TTG CAAC TTGATGAGCAATGC TTTTTTATAAT G CCAACTT TG TAL
1 11 21 3T TT 5T 3 71 1 51 101
attly
17172
586
0 : (AL AV A) A ] . i
GERGGC TTCAICCA TG ACTG TAAC TTG & cc/ﬁ TGGG TCCCAACCCGCTCTG AAGTGCAAT TCGGGTTGCAGCCGTCGGGG CCCCTGCCCC TCCGCGCCCAGGGCACCTT
== 13 131 1 1 161 171 181 191 201 211
AKB]ZZ}S 1 (‘]‘08“4 A‘@KB Jl‘f"g 1)
1172 \/&L‘tok 7 428,
\/\JV\/\M\/\/W\[\ ol MN\MANW\MMWMWWWMAW\N\M AN
: A | |

CGTCCCCTTTGTG GACGGGGGCATTCTCCG GCGG GCTCTACATACACCG AGTCACGCTTCGCAARGCTGCTGCCAGGGG TTCAGTATGTTTATCGCTGTGGCAGTGCGCAGGG(C
224 231 241 251 261 271 281 291 301 311 321 33L

1172

- l ol |

TGG GCCGTCGGTICCGC'TC GGG CCCTCAAG TGGGEGGCCCACTG GAGTCCCCG TCTGGEGC TG TEGTTTGGAGRACCTGE GG GGCTGAC ccce GGCCGTCCLCCGGCTGCC

341 351 361 371 381 391 401 411 421 431 441
T ,
. MN\I\/\/\/\/\/\/\
0 | )\ | , __
CAC GG ACACC CAGCAG GG CATG TATG ACGC CETTCTCCATGE TG GGAGACTTTGCC TACAAGET GGAT CAG GAC ACSCCLETEDTGEG GEATAG BT TCATEC GEGCT CAT TG A

451 461 471 481 491 501 5171 521 531 541 5511
1172
586

0 V) / ‘ . N\ N NN

ACCCGTGGCTGCCAGCCTGCCGTACATG ACATGCCCT GG GAATCATGAAG CGCTAC CTTETC
561 571 581 591 601 611 621 631 641 651 661

1172
586
0 AN AN NN 00D, eaocma O
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plied 8472_M01C093B02_A9E9_2_T7 long_A01_01_ABI24 Inst Model/Name 3500/3500 Instrument

Biosystems
y 8472_M01C093B02_A9E9_2_T7 long May 16,2019 10:27AM, JST
SIN G:63 A:74 T:49 C:80 I KB_3500_POP7_BDTv3.mob S B : May 16,2019 10:51AM, JST
Primer B T7 long O, = ; dicates quality value i 1
KB.bcp ‘ , Pis 1864 to 8705 Pk1 Loc1g32  ray line inda HE Spacing:10.7 Pts/Panel1350
KB14.18 Cap:1 5 CGCCAAGCTCTAATACGACTCACTATAGGG 3 Version 6.0 HiSQV Bases: 698  (QV) < 40. Plate Name: 20190516_GNP
CTGTTCGTTGCAAC TTG ATAAGCAATGC TTTCT TATAATG CCAACT TTG TACAAG AAAGC TG
1 J 21 31 41 2l bl 7L dl gL 101 L1
nttl
1076
O - P . D S o _— 2 o . & L: —
GG TCIG AGGTACATCCTCCGG CCA: CAG GG GTCTCAC CACCCAG ACATCATC TACGATCTTCCCATC CTGGTCGTCCGACACCTGC TGGATGTGGGTGTGGGTCCEGT TGAGH
= 121 '131 141 Ial 161 171 181 181 201 211 227
Vecde$—T— AK 13245, 1 (~ 1588)
1076
O — —_
SATGTGCAGCCGCGTATACCCGTACTCCTTC C CGC \CGGCACTCCAGGGCCTCGGG AAGACAGCAI GGGCGTC GCCGCTCECTCACAGCCAGLCAG ICCI‘GIG TGATGTGG
231 241 251 261 271 281 301 11 321 331
hmlhlhhmmhﬂm““ﬂﬂdlhhﬂ“lh“l“h““thlmmhmhﬂmmmlhlmmhlmu nhhh
CAGGCCCTCGCGGGTTAGTGTAGGGCATC TCTCGGCTGCCGTT TACCTGGTAGTT GTA! TTGGCCACAGTCGT TCATAC GAGTGCTCATGAGCCCACAGC TG CAGATCECH
351 361 371 381 291 401 411 421 431 441 451
1076
= N \
g L A i'd A _ § |
CTCCATATTT GTAG! ; GAT CCTCCARACCCETACAGE TTGCCTTG GAGGCET TTG CEGACCTTE CT T TCATETCGTGTGCAGTCGTCRAGAT CT GEGT TG GAGEAGTACAT
461 A7 481 491 501 511 521 531 541 551 561
1076
. ‘ | ) |
o LUV 1) ) A VA A A L) WTTANS,
GGGCCGGTGCCCCATAGTGATGATCCACGGCCGGGC TGCCCGGTTCT TATTG
571 581 591 601 611 621 631 641 651 661 671
1076
0 .
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