Genome Network Project_Entry clone

RIKEN_Clone_ID : MO1C083F19

Vector : pPDONR221 Gene

Accession No.

WBSCR27
BC030295.2 922 bp 1..922
CDS (Delete stop codon) 738 bp 5.742

@ Plasmid DNA purification

Date: |20424

Date: (20425

@ Digestion by restriction enzyme/Concentrarion calibration

Date : [204725

Purification : QIAGEN Miniprep kit —> dH,O 100 ul

Culture : LB (25 ug/ml Kanamycin)_5 ml > 37°C O/N

DNA concentration (0.D.):_ %1 ng/u
DNA 2. ul
Enzyme (Hincll + EcoRV ) 0.5+ 0.5 ul
Buffer H 1 ul
dH,0 bl
Total 10 ul
Erectrophoresis : 1% agarose gel, 1x TAE Buffer
Marker : 2-Log DNA Ladder (NEB#N3200L) E
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<Expected digestion pattern from BC030295.2 CDS>
2263, 1025 bp
@ Adjust plasmid DNA solution to 25 ng/ul ~preparation for shipping~
Date : | 295 °] Shipped : 25 ng/ul, 40 ul
DNA (b9 1 ng/ul) 79 0 ul
10x TE 17.6
dH,0 Bo.0o u
Total 176.6 ul




Applied MO1C083F19_M13(-40)_F10_16 Inst Model/Name 3500/3500 Instrument

Biosystems
y MO1C083F19_M13(-40) _ Apr 27,2002 10:28AM, JST
SIN G:560 A:277 T:331 C:444 ’ KB_3500_POP7_BDTv3.mob Apr 27,2002 10:55AM, JST
KB.bcp Pts 1403 to 12910 Pk1 Loc:1380 Spacing:11.42 Pts/Panel1350
KB 1.4.1.8 Cap:16 Version 5.4 HiSQV Bases: 989 Plate Name: 20120427_GNP_Biomass
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Applied

Biosvstems MO01C083F19_T7long_G10_19 Inst Model/Name 3500/3500 Instrument
4 MO1C083F19_T7long ; Apr 27,2002 10:28AM, JST
SIN G:192 A:101 T:137 C:176 . KB_3500_POP7_BDTv3.mob Apr 27,2002 10:55AM, JST
KB.bcp Pts 1394 to 12907 Pk1 Loc:1371 Spacing:11.36 Pts/Panel1350
KB 1.4.1.8 Cap:19 Version 5.4 HiSQV Bases: 993 Plate Name: 20120427_GNP_Biomass
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TCCCAGCGG TCCACAGGCGGTCCACAG GCCAGGCCACCAGGCCTTCCCACATCCCAGCCTGCTCCAGCCTGTCCAGGGT GGCCTCCAGAGCCTCCTTGTATTG AAGGT TGGAC
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CAGTTGGTCCTGGTGGTC GC hnCCTGGCTTGGTGACATGTAGC TCAGGTATCGCATTGCAGGGCACCTGGCCGTCACTGAGGGCACCGT TCAGCACCGC(
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