Genome Network Project_Entry clone

RIKEN clone ID: M01C083B04

Vector : pPDONR221 Gene DDO
Accession No. BC032786.1 1730 bp 1..1730
CDS 1110 bp 5.1114
CDS(Delete stop codon] 1107 bp 5.1111
@Plasmid DNA purification
Date : 11093 Culture :LB (25 ug/ml Kanamycin) _5 ml —37°C O/N
Date : ({090 | Purification : QIAGEN Miniprep kit—dH,0 100 ul

@Digestion by restriction enzyme / Concentrarion calibration

Date : ( (090D}

DNA concentration (0.D):__136-5  ng/ul

DNA I ul
Restriction enzyme (Hinc II +EcoR V') 0.5+0.5 ul
Buffer H 1ul
dH,0 7 ul
Total 10 ul

Erectrophoresis: 1% agarose gel, 1 X TAE Buffer

Marker: 2-Log DNA Ladder (NEB#N3200L)
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<Expected digestion pattern from _BC032786.1 CDS>

2263, 797 , 600 bp

@ Adjust plasmid DNA solution to 25 ng/ul ~preparation for shipping~

Date : [ (0708 Shipped : 25 ng/ul, 40 ul

|Fina| concentration:25 ng/ul |

DNA(C L300 ng/uh) ge
10X TE . ¢7.0 ul
dH,0 336,85 ul

Total Y ¢ 9. ¢ ul



Applied

BIDS s MO1C083B04_M13_G12_21 Inst Model/Mame 3500/3500 Instrument
}"Stem MO1C083B04_M13 Sep 06,2001 01:49PM, JST
SIN G426 A:250 T:251 C:243 KB_3500_POP7_BDTv3.mob Sep 06,2001 02:28PM, JST
KB.bcp Pts 1398 to 12296 Pk1 Loc:1375 Spacing:10.82 Pts/Panel1350
KB 1.4.1.8 Cap 21 - Version5.4 HiSQV Bases: 948 Plate Name: 20110906-kitaku
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Applied

Brosystems MO1C083B04_T7long_H12_24 Inst ModelfName 3500.!’3509 Instrument
SIN G:278 A:187 T:190 C:178 KB_h;gJﬂC_ﬂ:ggngEI!z;gmab g:s ggﬁ: g;;gi: jg'-ll:
KB.bcp Pts 1437 to 12381 Pk1 Loc:1414 Spacing:10.88 Pts/Panel1350
KB14.18 Cap:24 ] e N ~ Version54 HiSQVBases: 962 . - - Plate Name: 20110906-kitaku
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