Genome Network Project_Entry clone

RIKEN clone ID:M01C068B19

Vector : pPDONR221 Gene RNF12
Accession No. BC013357.2 2305 bp 1..2305
cDS 1875 bp 193..2067
CDS(Delete stop codon| 1872 bp 193..2064
@®Plasmid DNA purification
Date : 100929 Culture : LB (25 ug/ml Kanamycin) _3 ml —37°C O/N
Date : 100930 Purification : QIAGEN Miniprep kit—dH,O 100 ul

@Digestion by restriction enzyme / Concentrarion calibration

Date : 100930

DNA concentration (O.D.); 112.90 ng/ul

DNA il
Restriction enzyme (Hinc Il +EcoRV') 0.5+0.5 ul
Buffer H 1 ul
dH,0 7 ul
Total 10 ul

Erectrophoresis: 1% agarose gel, 1 X TAE Buffer

Marker:2-Log DNA Ladder (NEB#N3200L) i
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<{Expected digestion pattern from BC013357.2 CDS>

2263, 602, 167, 941, 449 bp

@ Adjust plasmid DNA solution to 25 ng/ul ~preparation for shipping~

Date : |0]oob Shipped : 25 ng/ul, 40 ul

|ﬁna| concentration: 25 ng/ul ‘

DNA (112.9C ng/ul) Kl
10X TE 38l
dH,0 257 ul

Total 379 ul



Project : GNP System : CEQ System

Sample : M01C068B19_M13.G04_101001100K

1
Operator : 3.101001.furu
Instrument : CEQ System (Ver. 9.0.25)

Result

: M01C068B19_M13.G04_101001100K
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Project : GNP System : CEQ System Operator : 3.101001.furu
Sample : M01C068B19_T7.H04_101001100K Instrument : CEQ System (Ver. 9.0.25)
Result : M01C068B19_T7.H04_101001100K
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[ GENETYX Nucleotide Sequence Homoloyy Data |

Date : 2010.10,0L

1st Nucleotide quu@mu

File Name 335 .gnu
Sequelce 5ize
2nd Nucleotide Seqguence
File Name 1 MOICO68R1I9 ML3.504 101001100K. fasta
Seguence Size : 613
Unit Size to Compare = 6
Pick up Lo = 1
[ 487 / 489 bp] INT/OFT. < 1944/ 1944 >

193! ATGGAA AR

Kbk kh bk

Fh A kb ekt d

e

AGAAG

%

249" CAGARGTCAG ATGGACCGAT TGGAT

FhkkkkxAFAE Fk Ak k hk kv

SCTTTC

181" CAGAAGTCRAG ATGSACCGAT AGBAGCTTTC
3000 GATTATAGGC TTATGAGRGA TAAUAATTIG

FA Ak kA KRFh A bk kER KT KL P LA

241" SACTGAAGAR GATTATAGGC TTATGAGAGA TARCAATTTG

k3 A ok

369" TACTGAGGAA

TTGCTGA GACG

301" TACTGAGGAA GAGTTGCTGAR

429"

deok Ak ok ko kX

361" CTCAGATGAA AATAGAGGAG GAGACTCTTC AGATG

AGRCTGGCTT AACTCTGTE

TR R i

B GRCUARACTGG AAATACAACA

EEAEES Kk

AEr s sk ke wh ek ek

421" AGRCITGGECTT £

549" CCAATCTTGS AGAGCAGTGA GTCG

Hkkok Kk ok F ok

GACTAA TCCAAACACT

R ]

181" CCARTCTTGG AGAGCAGTGA GTCCGACTAA TCCAAACAGT GGTGATTTCA

609" AGAGATAART

HF Ak kkEA Sk

ATA. GRG CCH
Ak Ad kb Aok ok k kN

547" AGAGATAAAT GTTAACCGTA ATAATGGGAG

€69 TGCAAGACGT TCTAGTGGAG AARATGTGGHR ARACAACAGC

ARTEAE AR kh
601" TGCANGACGT TCT

Ist Nucleotide Sﬂquenv
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2nd Nucleot
File Name
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1C068B19 T7.HO4 101001100K. fasta
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[ 626 / 629 bp) INT/OPT.

el
e

54/ 2488 =

ATT (f\fk’-\A'I'GA(“ AR AGGAAGTGGT GATCAGTCTG

Fhe A KA bk kk Ak koA S FAk KA KA KA A

CATGGAA AACTCAGTTT CTAATGACARA AGGAAGTGOT GATCAGTCTG

TACA GCARATTAAR GAACGCCCAU

ChA K FAA LA ® AR ATk hk kA kkk kAl hax ARE A WA AR AL AP A Akk ke g
GRCGACTACE GUAAATTARA GRAGGCCCAC CACCGUABAR
CTCAGATGAA AATAGAGGAG GAGACTCTTC AGATGATGTS TCTARTGE
Ak hkkwr oAk KA KRR L kht kkwkkrAhkE XFAAKEARKA
"AATG
AGAAGTGGGS 2
hohk k¥ kA ckk kA XA N K kK A
ACTCTGTCA GACAAACTGG ARATACAACA AGRAGTGGGC RAAGAGUAAA

GGTGATTTCA
Kb K khohkkkh KAk kA wwdokik kd AP Ak K kL

CAGCACAGCS

CAGCACAGCG

TATCAATITE TARATRACCT
ok ko ANk vk kA k ki kkch AAd kb kK Akok

TATCAT

TT'TG TABARTAACCT

CTAGGCACCC C AL,G TGARAG

[EEES IR TS
CTAGGCACCC LAu(;TG}\AAG

b Ak

C

G ACTCTATAAT
hokk K F Ak Kk K

TG ACTCTATAAT

AAGAGGARA

GATTCAGTTT

CATTCAGTTT

AATTCA GAGRATGAAAR ATGAGCCATC

Ak bk kA kokok kA kk R Kk KUk

CCAAARTTCA GAGAATGAAL ATGAC

CARAGGCAAG TGGAAARCCC

(Complementary)

2010/10/01 17:17
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tAdtr e

16" GTACAGTGAT

1512" AGAGTCACGG

FE R

7o" AGAGTCA!

1572 TTCCAGTTCC

Hokhoa Ak ok K

136" TTCCAGTTCC

1632 TTCCGEG
PR EESY

146" ITCCGGTGOT

CTCATC
Ak ko

256" CTCATCATCA

17527 TGATGAARGT
ok Ak ke ke

316" TGATGARAGT
1812 TGATGATGAC
* P hhk kA KA

376" TGATGATGAC

1872 TTTTGGTGAA

kb A bk

436" TITTGE

GRA

1932 CAACBARCTT

okk kKA hok ok

CABCAAACTT

496"

AG AATTCTA

koEd ok kP ok k
GTTATCTGAG

2052 AGARAGTGTT
KA R Ak ok ko x

616" AGARAGTGTT

. v

AGCGATTCAG

AGTGGAAGAG

APk kKR xk P

5 AGTUGAAGAG

AGTTCGAGTT
KA kkokkok Kk r

AGTTCGAGTT

GRAAGTTCAG

A KAk kAR D K

GRARAGTTCAG

AGCCTACTGE

GACGTTCIGH
ER A EEE RS S
GAGGTTCTGG

CCAGTTCCAG
KRRk D Kk k

CCAGTTCCAG
ARACTAGCTC
kxS ke k%
ABACTAGCTC

3 GTGCCAGGCS

AEAEEEE RS
GOOTCTTTGE
CAACT
L R
CAN
AATCATGCAT
A ER TR R SRS
AATGATGCAT
CGTAARACTAC
EE R EE RS

CGTRAACTAC

FA KA Nk
AATTC
GTGTAA

kw o x
GTGGACCCAG

C CUTTCCTTAG

T SR ETEY

COTTCCTTAG

5 GACTCACCAR

Fhd ok

TARAARCC

ok r A
TARAAACCTG
CTTGTTCOCA
PO
CTTGTTCCCA
GTCCTA

IR RS

GTCOTATIETG

VTG
ik %k

CTTTCTTIGTA

CTCAGTCTCA

GTGGTAGT
kR K K

TGGTGETAGT

TTCAAGTEC
Ad kAR K

TTCRAGTTCC
AGATTTATTT
Kok ko Ak

AGATTTATTT

GGGTCGA

ARGk
AGAGGGTCCA
CCTGGCTCAG
KKk Rk ek

CCTEGCTCAG

AGAACAGATT

ek ok h ok k kR

Cn Kok ok k &k kK

TAGTGTTTGC

TGAGTACCAT
WA Sk h kA Ak
TGASTACCAT
TCCCAGAGCA
R Kok F ok kg

TCGCAGAGCA

CABAGTTGGC

ke

AATCGARNTA

adhe

AGTTCTCGTT

Fek kK Ak Rk

AGTTCTGGTT

AGTTCCAGTC

R EEE RS REEEY
AGTTCCARGTC
GAAGGCAGTA
Sk ok Ok kK
CAAGGCAGTA
CATAGGGCCC
BRI R

CATAGG

GACAACTTGE

FA kA v d K x

GACAACTTGG

ATTACAG

k%

ATTACAS

T
SAAT
GTCCACTGCA
AAEERE LS S e
GTCCACTGECA
GTCTTAGCTT
Gk Ak ok

GTUTTAGCTT

ATTATARGRA

TGARAAGGGC

CCAGTTCGAG
Fohokkok ok kN k Ak

STTCGAG

CTAGTTCUAG

Fohk Ak A A KKk

CTAGTTCCAG

ATGARGGARG

ok kK KD Kok

ATGAAGGARG

CAGTCACATT

TAARTGAGGA
Gk Rk Kk x kA

TAAATGAGGA

CAATGAGAAG

kAR Ak kK

CAATGAGANG

ATACAGAAGS

Ak kk ks ok

ATRCAGAAGE

TCOGATCHOTS
A hoEE Ak k
TCGATCGCTG
CTGETAACAG
IR RS EREEEE

CTGGTAACAG

AGCATTGCTT
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