Genome Network Project_Entry clone

RIKEN clone ID: MO1C029A06

Vector : pPDONR221 Gene CDT1
Accession No. BC000137.2 2661 bp 1..2661
cDS 1641 bp 17..1657
CDS (Delete stop codon| 1638 bp 17..1654

@Plasmid DNA purification

Date : |l070H Culture :LB (25 ug/ml Kanamycin) _3 ml —37°C O/N

Date : (10706 Purification : QIAGEN Miniprep kit—dH,O0 100 ul

@Digestion by restriction enzyme / Concentrarion calibration

Date : [ 187006
DNA concentration (0.D.): W7 ng/ul
DNA 2 ul
Restriction enzyme (Hinc Il +EcoR V') 0.5+0.5 ul
Buffer H 1ul
dH,0 6 ul
Total 10 ul
Erectrophoresis: 1% agarose gel, 1 X TAE Buffer
%
Marker: 2-Log DNA Ladder (NEB#N3200L) wo
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<{Expected digestion pattern from _BC000137.2 CDS>

1928, 2263 bp

@ Adjust plasmid DNA solution to 25 ng/ul ~preparation for shipping~

fI1Nn"f
LG

Date : | Shipped : 25 ng/ul, 40 ul

|Fina| concentration: 25 ng/ul [

DNA (__47 ng/ul)

: L ul
10xT6e 4 & ul

Total [45 O ul




pplied

13_C10_07 Inst Model/Name 3500/3500 Instrument
BI s MO01C029A06_M13_C10_|
OSYStem MO01C029A06_M13 Jul 07,2001 11:45AM, JST
S/N G:102 A:61 T:54 C:95 KB_3500_POP7_BDTv3.mob Jul 07,2001 12:12PM, JST
KB.bcp Pts 1492 to 12143 Pk1 Loc:1469 Spacing:10.82 Pts/Panel1350
KB 1418 Cap7 Version 54 HiSQV Bases: Qgg_ - U Plate_@:_a_r_ne__2_9110707 kw
CCG G(CA GC TTGC TCG GG CCCIAATAATG /T TTTATTTT G AC TG ATAG TG -::::ET TTCGTT r'.c \AT TG ATGAG CAATGC T 1 =*“.T~ CTTT
A A k . G ACTTCTTCGCGCGCCGCCG CCCCGGG CCCCC( ATCGCGCCGCCC? TGCCGCACCCCC
' 145 154 163 172 181 190 199 208 2
tht] l Vector €1y Tnsert

MMMMNW\/\M A

ETCCECE CECCE BECTCEGE \G TEGCAG CCGCAAGC GCGCCCG CCCGCCCG CCGCCCCCE GACGCG ACCAGGCCAGGC CACCE GCCCGCAGE
1? 226 235 244 253 262 271 280 289 298 307 316 325

o WWMwmmmwwmmmwwMMwwwwwwwwwwmem

AGECTGCGGC CGGTGGACGARAGGTTTCC CGAGGC TG CeTIe CGGGCCRAG ! CCGGCAGCAGGTC
334 343 352 361 370 379 388 397 406 415 424 433 442

1148

GCFGC CACCTG ACATCCGCGC ACACCATCTCTGAGCTTY TCATGCCTGCAACGGGCCCGGG! G GGGGG_ GGG G’.IG "GGCC G G’“
451 460 469 478 487 496 505 514 523 532 541 550

1148

o MWWMMVMMWMNWMMMMMMMMWWWMWMWMNWMW

L GGATGCTGGGGRAGTCCTGCACC AGAGGCCGAGGGCCGCCC TG AGGAGC TGTGGCGAGAAGGCGCCC CCAGCGCTTCCATGCCC TGGCCC
559 568 577 586 595 604 613 622 631 640 649 658

GCCCGG

1148
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Printed on: Sat Jul 07,2001 02:43PM, JST Electropherogram Data Page 1 of 2




» Applied
Blosystems

Inst Model/Name 3500/3500 Instrument

M01C029A06_T7long_D10_10
MO01C029A06_T7long Jul 07,2001 11:45AM, JST
S/N G:39 A:20 T:22 C:27 KB_3500_POP7_BDTv3.mob Jul 07,2001 12:12PM, JST
KB.bcp Pts 1503 to 12252 Pk1 Loc:1480 Spacing:10.61 Pts/Panel1350
KB 1.4.1.8 Cap:10 - ) Version 5.4 HiSQV Bases: 910 T . Plate Name: 20110707_| kitaku
[ TAAG CT GGGA BAIG GC AATAAT G IT T TTATTTT GAC T NG TG -_:‘-C_IG I TCG T TG CAACE 1 \TAR GCAICGG O \TAATGC CAACTT _E_; I_;_ G al
il 10 19 28 37
o "W%WMMM%MWmmmd\[
CG TGTCTGG TGGGCCAGGCGTGCAGTGATGTGG GCG AGGTCCGEGGCCT TG AGGTGTCGGTG CGGATGCG GTG g
1}\8 127 136 145 154 163 172 181 190 199 208 217
Vectoy &= [ncerc
1180
590
- ,\ Il mmuhm m ) Il ﬂl ‘
o W l I NV A AT ) W
nGGC TG AGC Gliif‘.GG-:" G CAGCTCG GAGAG GAGCAGCAGGTGCTTCTCCATTTCCCC GGG I LG CTGC \TCCTGGCAC CRCETCL
226 244 253 262 289 298 316 334
1180 ﬂ ﬂ /'\
| MNWW D /vv N\/\[W
STG AGCGC 1GG TTGCGTTC CAC AAAG Gf:_xu-.:':r;e'-: S GCGGGC S GTTCTS BGCCGC “GGGCACCGCG TCATC TG TG
3B 352 361 370 379 388 397 aoe 415 433
1180
>y MUM\ Y MM
0 ! V'S AAAS LY
CCAGC TGCTTCTGTGCCTCCTTGGCTC \T CCG ATCCTGGGACACC CCCTTE 'GGGAGAGGCTGCAGGCGGGGTGGCTGGTGGGGTAG
451 460 469 478 487 496 505 514 523 532 541 550 559
TGCTGGCCTGEG AGACCCGGGGCTGC T GGG CGCAGCAGAGC GCAGGGCCAATTGE ATC CTGGGTGAAAT C G GTTGCGGGCCCGGGCCAGCACC
568 577 586 595 604 613 622 631 640 649 658 667
o iy NA(JW\/ Ay

F’nnted on: Sat Jul 07,2001 02:43PM, JST
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