Genome Network Project_Full ~Length cDNA clone Gene Engineering Division RIKEN BRC

RIKEN Clone ID : IRAL054MO08 Loti#: 7566_A8B9
Vector : pOTB7 Gene GOLGA2
Accession No. | BC069268.1 4305 bp
cpSs 2973 bp
@® Plasmid DNA purification
Date : [8 02\ r'.)- Culture : LB (25 ug/ml Chloramphenicol) 5 ml —> at 37 deg C over night
Date - |R 0206 Purification : QIAGEN Miniprep kit => dH,0 100 ul

@ Digestion by restriction enzyme/Concentrarion calibration

Date : \3 Ol\(o

DNA concentration (0.D.): bL ng/ul
< Size of fragment expected from this clone >

DNA ul
Enzyme (BamHI +Bglll ) 0.5+ 0.5 ul BamHI 5.3, 0.8 kb
Buffer H 1 ul Belll 3.6, 2.5 kb
dH,0 ul BamHI + Belll 1.6kb (Vector) 3.6, 0.8, 0.1 kb
Total 10 ul

Erectrophoresis : 1% agarose gel, 1x TAE Buffer

Marker : 2-Log DNA Ladder (NEB#N3200L)

@ Adjust plasmid DNA solution to 25 ng/ul

Date : /fﬂ)’aé

@ Confirmation of the insertion sequence DNA ({2 ng/ul) ?5 0 ul
10x TE 23,5 ul
Date : [§(72'] dH,0 (7.1 ul
Total 235.6
Primer A pOTB7_F
Primer B pOTB7 R @ Shipping

Primer C : Poly(A) region primer #4940
List of http://dna.brc.riken jp I!iConc. .25 ng/ U .Q. Volume : 40 U Q2

Sequencing /en/GNPclone3en.ht

Primers ml W
— 5 =

APPROVED BY :
http://dna.brc.riken.jp/;ndcn.hturl




pplied

Inst Model/Name 3500/3500 Instrument

IRALD54M08_A8B9 1 pOTB7_F_A09_03_ABI24
Blos stems - il =l L S
y IRALO54M08_A8B9_1_pOTB7_F Feb 26,2018 11:29AM, JST
SING:91 A31 T103CH166 oo OTRTF KB_3500_POP7_BDTv3.mob Gray line indicates quality value Feb 26,2018 11:46AM, JST
KB.bcp Pts 1734 to 8648 Pk1 Loc:1702 Spacing:10.44 Pts/Panel1350
KB 14.1.8 Cap:3 5' AACGCGGCTACAATTAATACATAACC 3 Version 6.0 HiSQV Bases: 709 (QV) < 40. Plate Name: 20180226_GNP
T4 TR G AACTCG GGATCCAC GTTTGTACASE GCAGGCTTGT . CGACGGCCAG T CTATE EEGTCCET GGTAGCG
1 14, 2 31 51 71 14 101 T
BomH 1 attBL * MI3 fwd
998
0 XJ&V&
GGCCTGGGTG GCG TTAQGGCACG AGGICGGG ATCGCGCTGATGTGGCCCC CCCEGC CTCCCTCCEC G CCEGCEGATGTC GEARG) CCCGACAG AGCF TTGGCCGCAZ
121 ECUEI 1B1 141 151 ) 161 171 181 191 211 22
| BC0632¢8.1 (1~
998 Vector

499

B lhm.h‘mllnhlunﬂ

luuﬂmullhhlunlmlmﬂunlmmnmxuhmhﬂmmmhmnﬂnm

GCG \ . GTTGAGAG TATCAGCAGAGGAATAGCCCTGGTGTTCCTACAGGAGCG ATGGCAGT CCC TG AG AC ECACTTCTEGT
231 241 251 271 281 291 FLT 321 331
998
Sl W | N\A /\N\]\/\AMM [\A
o | A
GETTGECASTCRELT G GGATACACCCAAGGACA IGCIGCT ETETACAR T E.TG IG CACCGTGTT CCTGGCGGTGFCCCITCCCCTGGTGCC GRCTCAC TAGCAT
341 351 361 371 381 391 401 411 421 431 441 451
998
. l ‘ ‘ ‘l“ ll‘ ‘l“l‘
0 | WUV
GGCGGCATCTCAGAATCATGATGCTGAC TGTCCCTAATCTCATGGATG 5 GAETTTCTCECATE CCGAGAGCCTGCG ACAACTCTCCC CAGC TCAATGGTCT T!
461 471 481 491 501 511 521 53] 541 551 561
998
G | Ty | A\
STTTGTGAGTCTGCGACATG TG TC TGGGGAGGGCCCTGCATCGTC TGCT
5l 581 391 601 i i 621 631 641 651 661 671
998
499
0 ,

Printed on: Mon Feb 26,2018 01:01PM, JST
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Applied
Big?ystems

S/N G:24 A:32 T:32 C:44

KB.bcp
KB14.1.8 Cap6

Primer B: pOTB7-R

792
396

5 G’[‘ACTGCAGCCGA’I"I‘CA’]‘TAATGC Ry

IRALO54M08_A8B9_1_pOTB7_R_B09_06_ABI24

IRALO54M08_A8B9_1_pOTB7_R
KB_3500_POP7_BDTv3.mob

Pts 1830 to 8706 Pk1 Loc:1798

Version 6.0 HiSQV Bases: 417 (QV) < 40.

Gray line indicates quality value

Inst Model/Name 3500/3500 Instrument
Feb 26,2018 11:29AM, JST
Feb 26,2018 11:46AM, JST

Spacing:11.15 Pts/Panel1350

Plate Name: 20180226_GNP

i 11 21 31

CTTTGTACRAG

GCTGGGTCAGG

CAGCTATG CC TGTE CCATIET CAT TALE TE1

41 6la.t-tBl il

! MIBrey ™! 101 pT -G

T Il

1892
396

"TTCTCCGCACCCG ACATAGAT GCCTCG AG

T T T TR TR T T TR TTRET TET R T ET TT T TP T T T T T

121 131 1o [
Voclor |

|t

151 lel 171 181 191

pAAAAAAERAARRRAMARAAAAM

792
396

231 241 25T

| 792
396

351

371

201 211 221

261 234 281 291 301

311 341

401

421

792
396

471

491 501

541 551

792
396
0

571 581

591 601 611 621

Printed on: Mon Feb 26,2018 01:01PM, JST
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pplied

IRALO54M08_A8B9_1_GNP40_G03_21_ABI24 Inst Model/Name 3500/3500 Instrument
Blosystems
IRALO54M08_A8B9_1_GNP40 Feb 27,2018 10:07AM, JST
SIN G:87 A:87 T:53 C:79 Peirise @ Dalvia) ves imer #40 KB_3500_POP7_BDTv3.mob L ) _ Feb 27,2018 10:22AM, JST
. y region primer — — a

KB.bcp ’ ’ Pts 1765 to 8706 Pk1 Loc:1733 018y line indicates quality value  gpa5ing1065 PtsiPanel1350
KB 1.4.1.8 Cap:21 _5 PTTETTTITTETTIITITITT 81&3 Version 6.0 HiSQV Bases: 710 (QV) < 40. Plate Name: 20180227_GNP
i G ¢ as TECGCAT ECAC CAGEG PEECRCE ACCUCAT CECCBE CPEC T TCCTCTETECTATGCTATC T TAAGTTTCCCAGCCCCH

] 11 21 i i _ 41 51 6l 71 81 91 101 111

- BCoka2é8.1 (~421)

s mwmmv\f\wmmm 1 Al

T TTAT TA & B COT CCTECECEAT G TE CEAGETCLC CCTCTGECTAGGTATGATACAGGGGGLGGCCCTACCCCTGG TATAC TETTACACAGAT $ TATGTAC
1.27% 141 151 161 181 191 201 217 221
946
3 A i
CTG GGG AGCAGGSGE CACCCEAGCAGECEG TECCECTEGCETGE TETACAGT TAGELECE CTETCECTE CETCAGCTGECLETCTE TETE T GATG GG AGCCCCCC TGAGGGE
231 241 251 261 271 281 291 301 311 321 331 34
946
. |l “ l “m m“m Wl m M lm m “““lﬂ“ W l“ h ““m“
) AL A ANV A WAL AV AR l MVIVVT ) NV i H
LAATTGCTTTGGTGAG AGT AGGAGGCCATGAGGCCTCTTCC GAGGC R TTATAT GAGCCTCTGGETATTI TEAT CAT CAT EEAG KT GGAGTCE
i A5 361 371 381 391 401 411 421 431 441 4.5
946
- (\/\ l | \
0 /\ )
SECETEE CE GGTG GC T G GET CTACAGAT TTGT CTCCCCCCATTAGACAGGGGTCT TAT TTGCTACTGT GAGT hnG GGAT GACTG GG AAGGGGTGEGGCAGGCACA TG
461 471 481 491 501 511 521 531 541 S5 561
946
ATGEGEEGCECE GAGE ETCCEGCCEeCAE TTETECAGGET T TG ET GACBAGTG G G5 TTT TT T TTATCS PGACTET ETTT e EATA e e AT TAAINE TT
577 581 591 601 511 621 631 641 651 661 671
946
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