Genome Network Project_Full ~Length cDNA clone

RIKEN_Clone_ID : IRAL050G24

Vector : pOTB7

@ Plasmid DNA purification

Date : 22.01(.12

Date: 22.01.13

Gene Engineering Division RIKEN BRC

Lot#: 7566_B2Ab

Gene SFRS15
Accession No. BC064990.1 3882 bp
cDS 3444 bp

@ Digestion by restriction enzyme/Concentrarion calibration

Date : 22.01.13

DNA concentration (0.D.);__32b ng/ul

DNA 0.3 ul
Enzyme (BamHI + Bglll ) 0.5+ 0.5 ul
Buffer H 1 ul
dH,0 77
Total 10 ul

Erectrophoresis : 1% agarose gel, 1x TAE Buffer

Marker : 2-Log DNA Ladder (NEB#N3200L)
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@ Confirmation of the insertion sequence

Date : 22 0, [T
Primer A pOTB7 F
Primer B pOTB7 R
Primer C =
List of http://dna.brc.riken jp
Sequencing /en/GNPclone3en.ht
Primers ml

Culture : LB (25 ug/ml Chloramphenicol) 5 ml —> at 37 deg C over night

Purification : QIAGEN Miniprep kit => dH,0 100 ul

< Size of fragment expected from this clone >

BamHI 4.5, 1.4 kb

Bglll 3.3, 1.7, 0.7, 0.1, <0.1 kb

BamHI + Bglll 1.6kb (Vector)

1.7,1.4,0.7,0.3, <0.1<0.1 kb

(1):Marker
@:uncut
@):BamHI
@:Bglll
®:BamHI + Bglll

@ Adjust plasmid DNA solution to 25 ng/ul

Date : 2).0[. ”

DNA (_32b ng/ul) Fho
10x TE /09,5 ul
dH,0 90/, & ul
Total J095.3
@ Shipping

dConc. : 20 ng/ UL Volume : 40_[1 Q

APPROVED BY :
http://dna.brc.rike-‘-.jw trrdexttmt




AN Blggglflset%ms 7566_IRAL050G24_B2Ab_pOTB7_F_F01_16_ABI24 Inst Model/Name 3500/3500 Instrument

7566_IRALO50G24_B2Ab_pOTB7_F Jan 14,2022 10:32AM, JST
SIN G:284 A:286 T169 C:293 by A pyOTBT-F KB_3500_POP7_BDTv3.mob T — . Jan 14,2022 10:47AM, JST
or A = ray n |
KB.bcp Pts 1862 to 8706 Pk1 Loc:1830 Gray line indicates quality value Spacing:10.59 Pts/Panel1350
KB14.18 Cap:16 & AACGCGGCTACAATTAATACATAACC 3 Version 6.0 HiSQV Bases: 672 (QV) < 40. Plate Name: 20220114_GNP
CTATAG AACTCG ARGG iIT CCACAAG TTTGTACAAAARAGCAGGCTTG TAAAACGACG GCCAG TAACTATAARCGGTCCTAAGGTAGCG
74
1 11 Z1 3% Ba%lHl 5&.ttB1 61 71 MB _f,‘wd' 81 91 101 1
1000
500

0 a.. \ AL A

GGCCTGGGTGGCGAATTC CIGGCACG AGG|TG AAGACC GCGCTGCCGCCGCCTCCTTTTCCTC TCCTGCGRACGGGACTGAGAGGGGGLCCCGCCACCTCTCCGCCTCTGCCTCG
i B 121 ECORI 132 141 161l 171 181 191 201 2121 221

BCpb490. 1

- sl

GCCGCCCGCCTCGCCGC TTCGGGCGCAGCCTCTTCCTGCCCG GGCCTCGG ACTCCGCCGCTCGTCGCCTCCCCCCGGCCACCAGGCCCGGCTGGE TTTCCCAGCCCCGE TCCGCCG

231 241 251 261 271 281 291 301 301, 321 331
1000
500 l ‘
O — — =
CGGCGCGAGGTCTATGTGACCGGCGGEGCCCEGGAGCAGCLCGCCGBGLCCGCAGEGE G ACATGGEGACGCCGEGTCAACGCCTT CAACCACGAGCTCT TTTC GETTATG GATAT G REE T EA
341 351 361 3 s 381 391 401 411 421 431 441 451
1000
. NWW\
0
+CATCTETAGAGCECARAGAT GRAT TCET QAT CAL T3 AGCTGCTAT TAARAGCTATT: GETT TAT AGCATGTAGTTCAAATAGT AG 2 AGTTEATCE e 5GT GT CCAG
461 471 481 491 501 L 527 531 541 551 561
1000

= o s ot et

AGGT TCCGGGATTATATGTAAT TGACTCAATTGTGC GAC
571 581 59% 601 611 621 631 641 651 661 67

[ 1000

= ey e e
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AR A

pplied

] Blosystems
SIN G:67 A:87 T:58 C:58

Primer B: pOTB7-R

7566_IRAL050G24_B2Ab_pOTB7_R_G01_19_ABI24
7566_IRALO50G24_B2Ab_pOTB7 R
KB_3500_POP7_BDTv3.mob

Inst Model/Name 3500/3500 Instrument
Jan 14,2022 10:32AM, JST

Gray line indicates quality value Jan 14,2022 10:47AM, JST

KB.bcp i = Pts 1852 to 8706 Pk1 Loc:1820 Spacing:10.57 Pts/Panel1350
5 GTACTGCAGCCGATTCATTAATGC : : .
KB1.4.18 Cap:19 sl el 1 Version 6.0 HiSQV Bases: 668 (QV) < 40. Plate Name: 20220114_GNP
TCTACCACTT TG TACAAG AAAGCTG GG TCAGG ARACAGC TATG cc TG TGCCAT T'T CAT T}
1 1. 21 31 a1 51 71 81 10 1
ot 82 MBrey P1-Se 1
848
424 ‘ l
O A i 1
CCTCTTTCTCCGCACCCG ACATAGATGCCTCG AG|TTTTT T T T TTITTTTTTTGTGGC TATT TT TAAATAG AAGGG ARGCAATCAAAT TG CTTACAG TTCCCCACCAGCTGGA
121 131 X‘“HDI 151 161 171 181 191 201 211 221
—> BC044390.1 («.93&)
848
g oot M
0 /l MAN I\NWW\[\MMM/}M\ _
GCGGGGCTGCAGTACAGCGGGAGCGGATATAATACAGCAT CTG TACACCTCAAGC TCTACACT CCAG GAAGTGTCACTG TCACATTT TCAC TTCCAGTCTCTAACG AGGAGC
231 241 251 261 271 281 291 301 311 321 331
848
424 ‘
o AW MAsaA AR WM AN AR ANAAY AN AN A AR AMAAAAAAAANA R A AAAARAAR A A
CTCTGC TGCTGAGCCAGAATCCTTTTCGGGT TCAACGG ATGAGGTAGCCTCAGCAGGTAACTC TTCAGAAGGC TT TAGGACTGCAGCCTCAGACACCCCCTTCTCAAGTTCT GAZ
341 351 361 371 381 391 401 411 421 431 441 451
848
424
0 ) :
- GCAGTGTCTACATTTCCCACTTG GCTAATGGGAGGT TCAACGGT T TTGT TACCACC TGC CCTGTC TG TCACCTCAGGETT TTCCTTTCOTCGGGCTTCT TCCT TCTCTCTAC G
461 471 481 491 501 511 521 531 541 551 561
848
424
0 aas\aAVY .
GRECTETCTATCTCTAGAATE TC TETCTC TG
571 581 591 601 611 621 631 641 651 661 671
848
424
0 OO OO AT OO ONOONA,
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