Genome Network Project_Full —Length cDNA clone Gene Engineering DivisionRIKEN BioResource Center

RIKEN_Clone_ID : IRAL043K12
Vector : pOTB7

@ Plasmid DNA purification

Date : (p0h 30

Date: (60oh3 1

Lot#: 7566_A6Ep

Gene SRM
Accession No. | BC033106.1 1225 bp
cDS 909 bp

Purification : QIAGEN Miniprep kit => dH,O 100 ul

@ Digestion by restriction enzyme/Concentrarion calibration

Date: (609 31
DNA concentration (0.D.): 235 ng/ul
DNA 0.4 ul
Enzyme (BamHI + Bglll ) 0.5+ 0.5 ul
Buffer H 1 ul
deo I?. 53 UI
Total 10 ul

Erectrophoresis : 1% agarose gel, 1x TAE Buffer

Marker : 2-Log DNA Ladder (NEB#N3200L)
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@ Confirmation of the insertion sequence

Date : /éﬁ[ﬂf

Primer A pOTB7_F
Primer B pOTB7.R
Primer C -
List of http://dna.brec.rikenjp
Sequencing /en/GNPclone3en.ht
Primers ml

< Size of fragment expected from this clone >

BamHI 3.0 kb

Culture : LB (25 ug/ml Chloramphenicol) 5 ml -> at 37 deg C over night

Bglll 3.0 kb

BamHI + Bglll 1.6kb (Vector) 1.4 kb
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@® Adjust plasmid DNA solution to 25 ng/ul

Date : {0407

DNA (_235 _ng/ul) {lo
10x TE 2LE
dH,0 (¢9.0 ul
Total PIT. & ul
@ Shipping

éConc. . 25 ng/ u©Q  volume: 40 U 2

APPROVED BY :

http://dna.brec.rikenjp/index.html



ég?;'set%ms IRALO43K12_ASEp_1_pOTB7_F_B10_04 Inst Model/Name 3500/3500 Instrument
IRALO43K12_A6Ep_1_pOTB7_F Jun 07,2016 10:35AM, JST
SIN G:236 A:192 T:98 C:162 Primer A: pOTBT-F KB_3500_POP7_BDTv3.mob Jun 07,2016 11:01AM, JST
KB.bcp . ; Pts 1468 to 12847 Pk1 Loc:1445 Spacing:11.38 Pts/Panel1350
KB14.1.8 Cap:4 5 AACGCGGCTACAATTAATACATAACC S /o i 6.0 HiSQV Bases: 996 Plate Name: 20160607 mix
oAb 44 TECE PTACEGAT TTAG GTG ICACTATAG CTEG GG iTCCALC G T'T T:6TAC GCAGGCTTGT CGACGGCCAGT ETAT GE GTEET GG T~(

1 10 Spjﬂgpmwfct- 28 Vo379 Bome 1 55 it L 64 73 MI3 ‘?szcl. 91 100 109

2 g

JEGAGGEGCCTGGEGGTGGCGE AATT O TTCIG GCACGAGGICCCGCGCCGCCCGLCCGCCCGCCATGG AGCCCGGLCCCCGACGGCCCCGLCGCCTCUGGLCCCCGCCGCCATCCGCGAGGGCT
118 127ECORL 136 145 154 163 172 181 190 199 208 217
1130 b sy BepagiteL (%A ]

0ottt ool ottt ol

GGTTCCGC GAG ACC TGCAGCE TGTE GCCCGGLCAGGCLCLCTEGTCGCTGCAGGTGGE AGCAGCTGC TCCAC CACCE GCGE TCGCGCTACCAGG ACATCCTCGTETTCCGCAGT
226 235 244 253 262 25 280 289 298 307 316 325 334

1130

>+ el AAMAA A AN A A ]

CCTATGGC CGTGCTGGTGTTGGRCGGTG TCATECCAGTGCAC GG G GAGACGAGTTCTCCTACCAGGAGATGATEGCC CCTGCCTCTCTGCAGCCACCCC CCC GCG
343 352 361 370 379 388 397 406 415 424 433 442 4!

GGTGCTGATCATCGGGGGCGG AGATGGAGGTGTCCTGCGGGAGGTGGTG GCACCCCTCCGTGGAGTCCGTGGTCCAGTCEGTGAGATCGACGAGGATGTCATCEC & T

21 460 469 478 487 496 505 514 523 532 541 550 559
T30
W\M\MW\JVV\vaww\M\MWWWM\N\m/V\M\MVW M\MNWWJ\AWWVMMNYWM\/\N\/WM\NWWM
GTTCCTGC CAGGCATGGCCATTGGCTACTCTAGCTCG GEeTGACECTACATE TG EGTGACGE DT T TGEAGT TCAT TCAGGAT GCCTTCGACBEBTG
568 577 586 595 604 613 622 631 640 649 658 667
1130
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