Genome Network Project_Full -Length cDNA clone Gene Engineering Division RIKEN BRC

RIKEN_Clone_ID : IRAL042G18 Lot#: 7566_B1Ca
Vector : pOTB7 Gene HLA-DRB1
Accession No. | BC024269.1 1177 bp
cDS 801 bp
@ Plasmid DNA purification
Date: 21.03.10 Culture : LB (25 ug/ml Chloramphenicol) 5ml —> at 37 deg C over night
Date: 21.03.1] Purification : QIAGEN Miniprep kit —> dH,O 100 ul

@ Digestion by restriction enzyme/Concentrarion calibration

Date : 21.03.1]

DNA concentration (0.D.): 228 ng/ul

< Size of fragment expected from this clone >

DNA O ul
Enzyme (BamHI +Bglll ) 0.5 + 0.5 ul BamHI 3.0 kb
Buffer H 1 ul Bglll 3.0kb
dH,0 7.6 ul BamHI + Bglll 1.6kb (Vector) 1.4 kb
Total 10 ul
Erectrophoresis : 1% agarose gel, 1x TAE Buffer (D:Marker
@:uncut
Marker : 2-Log DNA Ladder (NEB#N3200L) 3):BamHI
@:Bglll

®):BamHI + Bglll

@ Adjust plasmid DNA solution to 25 ng/ul

Date : 21,.03,]5
@ Confirmation of the insertion sequence DNA ( 228 ng/ul) 8&0 ul
10x TE yo.2 ul
Date : 7],03, 12 dH,0 (,3%3 ul
Total ¥02. 5 ul
Primer A pOTB7 F
Primer B pOTB7 R @ Shipping
Primer C =

List of http://dna.brec.riken.jp |! Conc.: 29 ng/ U 2,  Volume : 4Q U Q

Sequencing /en/GNPclone3en.ht
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plied

Biosystems 7566_IRAL042G18_B1Ca_pOTB7_F_A02_02_ABI24 Inst Model/Name 3500/3500 Instrument
7566_IRAL042G18_B1Ca_pOTB7_F Mar 12,2021 09:37AM, JST
SIN G176 A:161 TH106 C:16C  pyiioy A2 pOTRT-F KB_3500_POP7_BDTv3.mob Gray line indicates quality value _ Mar 12.202109:52AM, JST
KB.bcp ) e = Pts 1752 to 8706 Pk1 Loc:1720 Spacing:10.78 Pts/Panel1350
KB1.4.18 Cap2 6' AACGCOGETACAATIARTACATAACE 8 Version 6.0 HiSQV Bases: 660 (@QV) < 40. ~ Plate Name: 20210312_Mix
ATACGH b CTATAG AACTC GAAG GIT CCACAAC T-TTGTAC GCAGGCTTGT \CGACGG CCAG TAACTATAACGGTCCTAAGGTAGCGAG)
i 21 31 41 51 61 71 v 101
1 BamH1 attB1 MB'FW 91 ma
| 882
0 L \
SCCTGGGTGGCEAATT G GCACGAGGICTCACCTGCTCCTCTG GCCCCTGGTCCTGTCCTGTTCTCCAGCATGGTGTGTCTG AAGTTCCCTGG AGGCTCC TGCATGGCAGE TCTE
21 1 149 g 1 171 181 191 201 211 221
EC"“ BC024269.1 (1~ %
882
441 \/\ l
0 ) | |
CAGTGACACTGATGGTGCTGAGCTCCCCACTGGCTTTGGCTGGEGGACAC CCG ACCACGT TTCTTGGAGCAGGTT CATGAGTGTCATTTCTTCA.CGGG ACGG "GCGGGTG
231 241 251 261 271 281 301 311 321 331 341
882
a f\/\/\f\/\
0 . LY
CGGTTCCTGGACAGAT ACTT CTATCACCAAGAGGAGTAC GTGCGCTTCGACAGCGACGT GG GGGAGT CCGGGCGGTGACG GAGCTG GGGCG GCCTAG CGCCGAGT ACT GG -
361 371 381 391 401 411 421 431 441 451

b it |

CAGC CAGAAGGACCTCCTGGAGCAGAGGCGGGCCGCGGTGGACACCTACTGCA GACAC CTACGGGGTTGT GGAGAGCTTCACAGTGCAGCGGCGAGTCTATCCTGAGGT

461 471 481 491 501 511 521 531 541 551 561
882
. ‘ i | ‘ ‘ ‘ WXWMW
0 3 A / @ /) A ) / AMA_ A AAA A ' 28
GACT GTGTAT CC TG CI G
Al 581 591 601 611 621 631 641 651 661 671
882

o e
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Applied

y 7566_IRAL042G18_B1Ca_pOTB7_R_B02_05_ABI24 Inst Model/Name 3500/3500 Instrument
Biosystems
7566_IRAL042G18_B1Ca_pOTB7_R Mar 12,2021 09:37AM, JST
SIN G:49 A:55 T:32 C:42 Primer B pOTETR KB_3500_POP7_BDTv3.mob Gray line indicates quality value Mar 12,2021 09:52AM, JST
KB.bcp Pts 1751 to 8706 Pk1 Loc:1719 Spacing:10.74 Pts/Panel1350
KB1.4.1.8 Cap5 5 GTACTGCAGCCGATTCATTAATGC 3 Version 6.0 HiSQV Bases: 651 (QV) < 40. Plate Name: 20210312_Mix
u CAGATCTACCACTTTGT AC G “AGCTGGGTCAGG CAGC TATGACCATGTGCCATT TCATT CCm
1 ia] 21 31 41 B@p.l 3] atis2 71 M%’lm 91¥ 101 p1_See 1112
1%
822 )
411 ‘
0 _ |
TTCTCCGCACCCE ACATAGATGCCTCG AG|ITTTTTTTTTTT T T TTTTTTGTT TGAG? CATTT T TGT TGTGTTTGTGGCACAGCAGG AGTACAGATGCATGG G AGG
121 131 pursat 151 161 181 191 201 211 221

Veclor e—1—> gro4261-1C~ 117'7)

AT Jlatl Al“ (il lml.lmumltmlnmmlnnl

o bl
: ulmmhn A T A AT

iCCCAGCACG GCECCCGAECTCCACT CAGCATCTTGETCTGTG
571 581 591 601 611 621 631 641 651 661 671

ummhu,uum_mh.mmmmuam N N
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