Genome Network Project_Full —Length cDNA clone

RIKEN clone ID: IRALO38A11

Vector : pDNR-LIB

@®Plasmid DNA purification

Date : (10829

Date : (|10%30

Gene ANXA2

Accession No.] BC015834.1 1396 bp

1..1396

CcDS 1020 bp

60..1079

Culture :LB (25 ug/ml Chloramphenicol) _5 ml —37°C O/N

Purification : QIAGEN Miniprep kit—dH,O 100 ul

@Digestion by restriction enzyme / Concentrarion calibration

Date : [10¥30.
DNA concentration (0.D.): ng/ul
DNA [ ul
Enzyme (EcoRI+Xhol) 0.5+0.5 ul
Buffer H 1 ul
dH,0 7 ul
Total 10 ul

Erectrophoresis: 1% agarose gel, 1 X TAE Buffer

Marker: 2-Log DNA Ladder (NEB#N3200L)
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<{Expected digestion pattern from BC015834.1 > <« 0. G

3919, 994, 435 bp

@ Adjust plasmid DNA solution to 25 ng/ul ~preparation for shipping~

Date : // 07¢ 2 Shipped : 25 ng/ul, 40 ul

|Final concentration: 25 ng/u|

DNA (7% ng/ul) &7
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Total ul
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gggj’#setgms IRALO38A11_T7long_A02 Inst Model/Name 3500/3500 Instrument
IRALO38A11_T7long Sep 01,2001 01:38PM, JST

S/N G:100 A:89 T:66 C:75 KB_3500_POP7_BDTv3.mob Sep 01,2001 02:16PM, JST

KB.bcp Pts 1394 to 12626 Pk1 Loc:1371 Spacing:11.13 Pts/Panel1350

KB14.1.8 Cap2 Version 5.4 HiSQV Bases: 778 Plate Name: 20110801_GNP_hakaikabu BIOmass

GGHC TGGG C GCHGCCG FRCG ICCG AG CGCAGCG MG TCAG TG AGCGRAGS APAGC GGCCGCATAACTTCG TATAG CATACATTATACG 2 AGTTRATCAGTCGACGGTARACCGGE

1 7 13 19 25 31 37 43 49 55 61 67 73 79 85 ' 109
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_ATATGCCC GGG I CGGCCATTACGGCC GGG GCT CATTTGGGGACGC TCTCAGCTCTCGGCGCACGE CCCAGC TTCC TT CARRATGTC TAC TG T TCACGAAATCCTG
115 121 127 133 AF"I}\SQ 145 151 157 163 169 175 181 187 193 199 205 211 217 223
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TGCARGCTCAGCT TGGAGGG TGATCACTC TACACCCCCAAGTGCATATG GG TCTGT CARAGC CTATAC TAACTTTGATGCT GAGCGGGATGCTTTGAACATTG AAACRAGCCATO
229 235 241 247 253 259 265 271 277 283 289 295 301 307 313 319 325 331 337
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AGACCAARAGGTGTGGATGAGGTCACCATTGTCAACATTTTGACCARCCGCAGCAATGCACAGRAGACAGGATATTGCCTTCGCCTACCAG AGAAGGACCCAR A\ ACTTGC
343 349 355 361 367 373 379 385 391 397 103 409 415 421 427 433 439 445 451
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TCAGCACTGAARGTCAGCC TTATCTGGCCACC TGGAGACGGTGRTTT TGGGCCTAT TGAAGACACC TG CTCAGTATGACGC TTC TGAGC TARRAGC TTCCATGARAGGEEGC TGGH
457 463 469 475 481 487 493 499 505 511 517 523 529 535 341 547 553 5359 5€
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| GARAACCGACGAGGACTCTCTCA AGATCATCTGCT CCAGA R ] CAGGAGCTGCAGGE TTAACAGAG TCTACRAGG GTACARGACTGATCTGGAGARGGHA
| 35 571 577 583 589 595 601 607 613 019 625 631 637 043 649 835 661 6ET 673
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pplied IRALO38A11_M13reverse_BO02 Inst Model/Name 350013500 Instrument

Blosystems IRALO38A11_M13reverse Sep 01,2001 01:38PM, JST
SIN G:44 A:28 T:32 C:28 KB_3500_POP7_BDTv3.mob Sep 01,2001 02:16PM, JST
KB.bcp Pts 1374 to 12489 Pk1 Loc:1351 Spacing:11.12 Pts/Panel1350
KB1.4.1.8 Cap5 Version 5.4 HiSQV Bases: 844 Plate Name: 20110901_GNP_hakaikabu_BIOmass
CAGCEG CIGCG CCGGC BACCKGGTG GTCTAGIAAGCTTCTCGRAG G GCCG PG GCGGCCGACATG|ITTTTTTTT TTTTTT TTT T TTTTTTT TT GTRACARATTCAGT TTAT TCATCTAd
1 10 19 28 . ETI' Vo da S 55 ) a4 73 82 91 100 109
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TTTATGACACAGTACACAGG AGGCAAAGTGTT TCACAT CATAR ACTTCAC TTCCARCTCCTTGGARATGTTCATTTCTTTGGC TTACAG GAG AR AGGCCAGG
118 127 136 145 154 1\ 163 172 181 190 199 ?2(]8 'T 217 21
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CARTGCTTAGGCARCTAARATGAGGTTGGG GGTAAT GCTRACGT CACCC TCACAGGG ATGGCCACGG GG AC TG TTATTCCCAAGC TG GTTTTCTAG ACCTGTTAGCTG GAAGCE
26 235 244 253 262 271 280 298 q‘:ﬂ]? 316 325 334
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| TGG TGAGCACCAT TTCTGGACGC TCAGGCCG TG TCGGECT TCE A\ GTCATCTCCACCACACAGGTACAGCAGCGCTTTCTGGT 2 \ATCGCCCTTAATGTCTTGC TGGATATAAT
! 343 352 361 370 379 388 397 408 415 T424 xi‘pa 442 451’F
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ACHE GGG:C_TGCCGTP,T*T'i:_TC_TTG—-—‘-.';—T:-.-':[—CC'[ L T nCE TCCACTTCRACTGCGGGAGACCATGAT TCTGATCAGGRCCTTATCT 'CGCGTCCCCTTGCCCTT|
460 459 478 FS_J‘ 496 505 514 523 532 541 550 259
1144 ﬂ
572 '
| Wl el g Wy A
oV i W W N W
CATGGAGTCATACAGCCGAT GC TACAGGGGCTTG CTGREATGCACTGARC CAGGTTCAGG GCATTTTCCAG CT C CCTCTTTCCTGATGCTTT
568 577 586 595 604 613 622 631 240 649 658 6eT [
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