Genome Network Project_Full ~Length cDNA clone

RIKEN Clone_ID : IRAL0O37H23

Gene Engineering Division RIKEN BRC

Lot#: 7566_A8Kd

Vector : pPDNR-LIB Gene SLC31A2
Accession No. | BC026252.1 1738 bp
cDS 432 bp
@ Plasmid DNA purification
Date: |8 || Y Culture : LB (25 ug/ml Chloramphenicol) 5 ml —> at 37 deg C over night
Date: (% /] 16 Purification : QIAGEN Miniprep kit —> dH,0 100 ul

@ Digestion by restriction enzyme/Concentrarion calibration

Date: 181116

DNA concentration (0.D.): 270 ng/ul

< Size of fragment expected from this clone >

DNA 0% ul

Enzyme (EcoRI + Xhol ) 0.5+ 0.5 ul EcoRI 5.7 kb

Buffer H 1 ul Xhol 5.7 kb

dH,0 7.6 EcoRI + Xhol 3.9kb (Vector) 1.8 kb
Total 10 ul

Erectrophoresis : 1% agarose gel, 1x TAE Buffer

Marker : 2-Log DNA Ladder (NEB#N3200L)
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@ Adjust plasmid DNA solution to 25 ng/ul

Date : '/‘P/['ll
@ Confirmation of the insertion sequence DNA (270 ng/ul) 35? oyl
10x TE 95.0  ul
Date : /J’///f] dH,0 76 ¢ ul
Total L[SOJ}’- ul
Primer A T7 long
Primer B M13 Reverse @® Shipping
Primer C poly(A) region primer #0
List of http://dna.brc.riken jp Conc.: 295 ng/ U @, Volume: 4 Q
Sequencing /en/GNPclone3en.ht
Primers mi Esmw-—_ﬂg#ﬂ-&—*'dﬂm!—-—'ﬂ'ﬂ-‘

APPROVED BY :

http://dna.brec.rikeniprindextrtmi



Applied

Blosystems IRALO37H23_A8Kd_T7long_D01_10_ABI24 Inst Model/Name 3500/3500 Instrument

IRALO37H23_A8Kd_T7long Nov 19,2018 09:53AM, JST

S/N G:225 A:181 T:162 C:3!  Primer A: T7 long KB_3500_POP7_BDTv3.mob Gray line indicates quality value Nov 19,2018 10:24AM, JST

KB.bcp Pts 1756 to 8707 Pk1 Loc:1724 Spacing:10.92 Pts/Panel1350

KB1.4.18 Cap:10 5 CGOCAAGCTCTAATACGACTCACTATAGGG 3 Version 6.0 HiSQV Bases: 674  (QV) < 40. Plate Name: 20181119_GNP
[ GTCALGTG 2GC GAGG GCGGCCGCAT CTTCEGTATAGCATACATTATACG GTTATCAGTCGACGG TACCGG ACAT

1 21 41 51 7 101 1
11 31 Not 1 61 IDHF 81 9 SaR 1 kp'nl /}&L

o el ot

IGCCCGGG TTC"C;GCC TTACGGCCIGGGGIG ACTCGGAGCG AGGAGACCCGAGCGAGCAGACGCGGCCCTGGCGCCGGCCCTGCGCAC TCACCATGGCGATGCATTTCATCTT
S'mﬂ_[ lECDPI 133 141 o3l 161 174 181 191 201 211 221

1040 Vector L 5 B30, LA

= A

CTCAGATACAGCGGTGCTTCTGTTTGATTTCTGGAGTGTCCACAG TCCTGCTGGCATGGCCETTTCGGETGTTGGTGCTCCTGCTTCTE GECTGTACTG TATG GGCATC

ottt

N WWMWWWMWWWWMWMMMMMMW

TGGCAGAACCCACCACAGGTGGTAT TTGT G TCACT TTGGCCAGTCTCTAATCCATGTCATECAGGTGGTCATCGGCTACTTCATCATGCTGGLCG

461 471 481 491 501 511 521 531 541 551 561
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Applied
Biggystems

S/N G:246 A:319 T:368 C:312
KB.bcp

Primer B : M13 Reverse

KB14.18 Cap:13
[
1 11

1086
543

IRAL037H23_A8Kd_M13 Reverse_EO1_13_ABI24

IRALO37H23_A8Kd_M13 Reverse

Pts 1721 to 8707 Pk
5' AAACAGCTATGACCATGTTCA 3 Version 6.0 HIiSOV

KB_3500_POP7_BDTv3.mob

1 Loc:1689
Bases: 667 (Q_V) < 40,

GAMAGCTTCTCGAGGGCCGAGGTGGCCG

BH'ﬂL_LL Xhéi 51
or |

21

C/TGTTTTTTTTTTTTTT TTTTTTTTTTTTTTT

61 T 81 91

Gray line indicates quality value

Inst Model/Name 3500/3500 Instrument

Nov 19,2018 09:53AM, JST
Nov 19,2018 10:24AM, JST
Spacing:10.93 Pts/Panel1350
Plate Name: 20181119_GNP

101 111

121

1086
543

131 151 161

231

1086
543

41 351

1086
543

171 181 191 201

221

27 281

284, 301

371 391

321 331 3

1086
543

471 491 501

521 541

561

571

1086
543
0

611

631 651

661 68!

Printed‘on: Mon Nov 19,2018 10:57AM, JST

Electropherogram Data Page 1 of 2



g‘lg%l,'set%m S IRALO37H23_A8Kd_GNP Mixture_F01_16_ABI24 Inst Model/Name 3500/3500 Instrument
IRALO37H23_A8Kd_GNP Mixture Nov 19,2018 09:53AM, JST

S/N G:91 A1128 T:1123 C:116 primer C ¢ Poly(A) KB_3500_POP7_BDTv3.mob Nov 19,2018 10:24AM, JST

region primer #0 Gray line indicates quality value

KB.bcp Pts 1743 to 8707 Pk1 Loc:1711 Spacing:10.95 Pts/Panel1350
KB1.4.1.8 Cap:16 5 TTTTTTTTTTTTTTTTTTTTNNN 3 Version 6.0 HiSQV Bases: 709 (QV) < 40. Plate Name: 20181119_GNP
T ST TECTGTGAGGTATTTAGTATACAGCAGTGATTTTETCTCT TTCCTTTTT TAT
1 11 21 31 41 51 61 T 81 91 101 111
— L BCo26252. 1| (~1642)
585
0 _ : _ ASARRRTATANAARTA | AN
TG GAGGTTC CTATCCAGACAGTCCCATCT? @ TG AT GT TEECTITTTG GTTEGGATT GEATC TTECAGTCAGTACC TG CCATGGCT TAATCAGTATTTT GT G
121 131 141 Tal 161 171 181 191 201 211 221
2 b | l
585
l“h A A AR h“mll“hllmmmuuumhmhumu SN
ATCATGT TTCCCCACTAGATCATTACGAGTAAGCAGT T A"TAGAGAATATT GTATT G? CATTAT TAGATGCAGC TTTTTGTTCTGCATAG i
231 241 251 261 271 281 2971 301 311 321 331 3¢
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8
> oA ottt oottt 00Ol
GAGGAT! GGAGGGCAT TG AGGCCACG GAGCTTCCCAG ACACCCACGGCCATCAGATCATCTTCTTCCTGCAGGCAGTGCCT TCTGGTG G GGAGCTCAGTCTATCAGH
11 351 361 37 381 391 401 411 421 431 441 451
1170
hlhuﬂhhxuu i huuuuhumuhmn,hmnmuuhulnuhnmlmmAlhmmmmJ
TAAAC CAGGAGCCTGAAAGCAGTCCTGTGTCTCTGCCTTTAATCAGE TG TCACTTATTLC TCTCCCCA; : GGG ATAGGTCTCAGCAGTTTCT GCCATCCATCATG A
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