Genome Network Project_Full ~Length cDNA clone Gene Engineering DivisionRIKEN BioResource Center

RIKEN Clone ID : IRAL034GO01

Vector : pOTB7

Gene |

Accession No.

@ Plasmid DNA purification
Date: {40[I14

Date: |40 Lk

Lot#: 7566_A4Aa

ARMC5
BC0j4945.1° 3054 bp 1.3054
cos 2316 bp 427.2742

@ Digestion by restriction enzyme/Concentrarion calibration

Date: \40llb

DNA concentration (0.D.): 19 | ng/ul
DNA 0.3 ul
Enzyme (BamHI + Bglll ) 0.5+ 0.5 ul
Buffer H 1 ul
dH,0 7.7 ul
Total 10 ul

Erectrophoresis : 1% agarose gel, 1x TAE Buffer

Culture : LB (25 ug/ml Chloramphenicol) 5 ml —> at 37 deg C over night

Purification : QIAGEN Miniprep kit —> dH,O 100 ul

{ Size of fragment expected from IRALO34GO1 >

BamHI 197] 1853, 1031 bp

Bglll 4855 bp

BamHI + Bglll 1615bp (Vector)

1853, 1031, 356 bp

Marker : 2-Log DNA Ladder (NEB#N3200L)

(kb)
10.0
8.0
4.0
3.0

1.5
1.2
1.0

@ Confirmation of the insertion sequence

Date : [40]]7
Primer A pOTB7_F
Primer B pOTB7.R
Primer C =
List of http://dna.bre.riken jp
Sequencing /en/GNPclone3en.ht
Primers ml

+-
=
L2
e
>

BamHI
Bg D
BamHI* Ball

@ Adjustment of DNA concentration

Shipping amount : 40 ul

Concentration at the time of preparation of plasmid DNA : 25 ng/ul

Date : |40(20

DNA (41 ng/ul) %0
10x TE (57
dH,0 5.3 ul
Total {57 o ul

APPROVED BY :

http://dna.brc.riken jp/index.html



Applied IRALO34G01_A4Aa_pOTB7 F_G11_20 Inst Model/Name 3500/3500 Instrument

Biosystems
y IRALO34G01_Ad4Aa_pOTB7_F Jan 17,2014 02:20PM, JST
S/IN G:112 A:87 T:76 C:77 Pri ; . KB_3500_POP7_BDTv3.mob Jan 17,2014 02:47PM, JST

rimer A: pOTB7-F )
KB.bcp Pts 1382 to 13057 Pk1 Loc:1359 Spacing:11.59 Pts/Panel1350
KB14.1.8 Cap:20 5 AACGCGGCTACAATTAATACATAACC 3 Version 5.4 HiSQV Bases: 999 Plate Name: 20140117_mix
CAITCCCA TACG AT TIAG GTGACAC TATAG AACTCG G TTTETAC GCAGGCTTGT CGLCGGCCRGFAFCTATA CGGTCCTAAGETAGE G
1 11 1 g1 41 51 91 101 11T
SPg PI"UI?FOJ&?V- quHl artBL Mr3ﬁv~{
1148
o St 00l b g
GGCCTGGGTGGCGAATTClGG6CACGAGG|cCGGGCCGCACCACCGCTG GEGGECAGEG AAGCGAGCCTAGAGG AGAAAAGECGGTCCCCGCCGAGTGCACGCCGGGGGC GGG
121 EcoRT31 1E 151 161 ) 181 191 201 T 221
s BCOI4445.1(1~)

2 L ot ot

SACGGCACGAAGGCTCCGTGGTCGGACT TCTGGGCIGTTCGGAGGCCCCGGCCCACCTGGAGGCGCCCTG G GAGTTTCCAGCGCTTCCCGAGGTAGGCGTGAGAAGCTCGACGE
231 241 251 261 271 281 281 301 J1d 321 331

1148

7t s s

GG ACCACATCTCCCTCGTCGGCEGBCGTCGEGEAGCT TCTAGCCCCGLCCCCCGCBGTCGGGCECCGCCCCCTECCGCTGTGTECGTCGTCTAGTEC TACGCCGCCAGTGEGCGCETGLEGC

1148
ottt bt sl
1148 - b h . h h b h B h -
o W Ao gl VTl v l. WL

4 ottt ot
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Applied

Biosystems IRALO34G01_A4Aa_pOTB7_F_G11_20 Inst Model/Name 3500/3500 Instrument
IRALO34G01_A4Aa_pOTB7_F Jan 17,2014 02:20PM, JST

S/IN G:112 A:87 T:76 C:77 KB_3500_POP7_BDTv3.mob Jan 17,2014 02:47PM, JST
KB.bcp Pts 1382 to 13057 Pk1 Loc:1359 Spacing:11.59 Pts/Panel1350
KB 1.4.1.8 Cap:20 Version 5.4 HiSQV Bases: 999 Plate Name: 20140117_mix
1 IGTGGAGAGCCTG ACAGCCTGCCAGGACTCGCAGTGCCTACAGAGCGTGGTGCGTGCCCTCCG TAACCTGGCAGACTCACCCCAGCACCGCCTGGCET TGGCACAGC
681 691 701 711 721 731 741 751 761 771 i

GGG AGCACTECGTCCGETEG 3 CCEAGCTECTEGCCAC TG CECCCAGATECTGRAC TGACECTTAGCCCTCGTCCGTGCCCTCCTGEGAARCTC GCCGAGGCTGC'T
81 781 801 811 821 831 841 851 861 871 881

CCCEGGGEGCCTGTGCTGAGCAGCT oot ecs TEELEEE ATTCE GECEAC TEGC TEAGEE TG GETI TECCACCICEMA GCGEE EAB TRCGE CEAGES (
891 901 911 921 931 941 951 961 971

ATTETEATEC TE G EEE CETEGTGETECEC GGG (CCTG TTC GGG CCCTG C C TGG GG C /ATIG C TCEG TGCG CGG T G ABAGG TG C TCGGG
981 991 1001 1011 1021 1031 1041 1051 1061

AG A TG GC TCC GG € AGG C & CIT G G TE CE TT T (G AG € T AG TCOTCT T egE TE€E € W AG © AG ety
1071 1081 1091 1101 1111 | 1131

1148

574

0

1148

574

T o e
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éggglflsegms IRALO34G01_A4Aa_pOTB7 R_H11_23 Inst Model/Name 3500/3500 Instrument
IRAL0O34G01_Ad4Aa_pOTB7_R Jan 17,2014 02:20PM, JST
SIN G:46 A:40 T:47 C:35 Primer B pOTBT-R KB_3500_POP7_BDTv3.mob Jan 17,2014 02:47PM, JST
KB.bcp . Pts 1388 to 13205 Pk1 Loc;1365 Spacing:11.73 Pts/Panel1350
KB1.4.18 Cap:23 5 GTACTGCAGCCGATTCATTAATGC 3 Version 5.4 HiSQV Bases: 969 Plate Name: 20140117_mix
[ (CCCGCGICCCC TITCG T TECGACTCACT T-GVGG G ACC'CAGCAGATCTACCACTT TG TACAAG CCTGGGTCAGG CAGCTATG VCC TE TGCECATT TEAT TACET
] il 21 31 471 51 61 - 81 91 101 111
T7 promoter B attB2 MIBrey PI-Scel
896 .
), e L TV
W by
o XA AN WARY YIVV) | | WA
CTTTCTCCGCACCCE ACATAGATGCETCEG GIP TR TR TR TN TP T T T TIETT TTT T TIAIE € it ol o T TG M T T TETC TTCCAGAGGTCTAGGCCAG(
121 137 141 Xhol a1 161 L 181 191 201 2.4 221 23
BOI945.1 ( ~ 305%)
896
sl AR AL AAAARAAARARAAARA
o VRV L UARAA I VA AN
sCCAGGLACCTG GERCTLETEGGGCTEGTTCTGC TTCTE TG GGCCETACALCC! CETEEERTTEGE TTSTEEGETE CCEEETEBTT ATCGTCATCTTGGAGTCCGGTTCCAT
i 241 25T 261 271 281 291 301 371, 321 331 341
896
ot o Ll
0 ‘ ‘L‘AA A!‘ l AA ‘A .IA AaAAAA‘ AA l‘ AArAJA A‘\ ~nJAniNIA “ AVl “ ,! ‘A )\AKK‘A/ A*A &&.\.A AY/ANN ‘\ﬁ
GTTCTCACCGC TEC TCCATGAT GACTCC T TETGC TCAGCCTCCTCEC T TGECAGT CTEAGGGAGGATCC TTCACAGLCC TTCATCETTGEGTEECCETTCCEAGGGGACGTC
351 361 371 381 391 401 411 421 431 441 451
896
o W 0 A st uulhu Iy
0 li ‘ A l; A\ A \A A ‘ ‘ ‘ A\ “Al K“A Al ‘AA.A A“A“‘\l A AV AV lAMAAL !A.A.AAAA!
CAGTCTAGGCAGGGACCCTTGCCCCC CTCAATCE CCATCACCACAGC CAGE GCETe CETCAGECEEECTGOCTETTEACET G TGEETCEACH GCCCCACCAGGGC
461 471 4181 491 501 511 521 531 541 551 561
896
A e ol A L
o A OV o A A AV AL A M_AAL ____________ VoV M
CCCCGCTTCCTCGGGCACTGC TCTGACCCCAGTGEGTCCAGCGGGCACAGTGGGCAGCCAGCCGGGGCCGGLCCCAGGLGE : CCAETG ACTCCGGGCLACC
571 581 591 601 611 621 631 641 651 671 6
896
luu Il g W Iy o
o YAV WA WL Y P W NNV o sl ANV A Y A ey

Printed on: Fri Jan 17,2014 04:25PM, JST Iectropherogram Data Page 10of 2



Applied

Biosystems IRALO34G01_A4Aa_pOTB7_R_H11_23 Inst Model/Name 3500/3500 Instrument
IRALO34G01_A4Aa_pOTB7_R Jan 17,2014 02:20PM, JST
S/IN G:46 A:40 T:47 C:35 KB_3500_POP7_BDTv3.mob Jan 17,2014 02:47PM, JST
KB.bcp Pts 1388 to 13205 Pk1 Loc:1365 Spacing:11.73 Pts/Panel1350
KB 1.4.1.8 Cap:23 Version 5.4 HiSQV Bases: 969 Plate Name: 20140117_mix
CTGGGGICCCAGGTBGAT GCG GCECACEECCTE I TCCAGCTCETECTECAGCCLAG GEAGTAGE EGGCCAG CAGE CTCCAGTGCCT.C CTEG6 GECTCTEAACCCAGE
31 691 701 711 721 731 741 751 761 771 781 '
896
448
0 . X y e
GGEGCTGEECC TG GTEG GGGCALE GGCCCCAGGG CAGCCCCACACCCCCGACAACCATGC TGAT GCAG G ACAGG CCAGGCTGCACCAGGLG ACAGACC TCG C
791 801 811 821 831 841 851 861 871 881 891
896
448
0 g il W X000 00000 DEOA DO el
GGG GCACCAGEGTCCATCTGG GCTTCTG (AAAGCTGECTGACAG CAGGGCCCGG A AG CGGGAGGCGGTEGGCTGAGGCC (CCTCGCTGGE CAG G AG
901 911 921 931 941 951 961 971 981 991
896
448
0 2 5 8
CTGGAGG CCTITG AGTTC CAG CAA GG GTGCA G TCGGGAAGCTGGG ACAGGEGEC CTGG G CCCC AG CFG AGG TT (AATA G CE €& GGGG
1001 1011 1021 1031 1041 1051 1061 1071 1081
896
448
O e
G6E TG AG TIC TA GG TICCIA TGEGG G g 166 € 96 'TE GE EA 6 TET CEBG T AL G 16 G GG G A AC € g
1091 1.6 1111 1121 1131 1141 1151 1161
896
896
448

10 s R e O
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