
Genome Network PrdeCt_Full… Length cDNA clone

RIKEN_c10ne lD:IRAL033B06
Vector:pOTB7

●Piasmid DNA purincation

pate:100ヮ tθ

Date l t0 05 ιl

Accession

Culture:LB(25 ug/mi ChloramphenicoD 10 ml →37'C O/N

Purittcation:QIAGEN Miniprep kit― →dH20 100 ul

OE)igestion by restriction enzyme/Ooncentrarion ca‖ bration

Date: t005 tl
DNA concentraゼ on(0.D.洸  叶8、 十l nfノul

DNA 3  ui

Enzyme(BamHIIBgl Π) 0.5+0.5 ul

BufFer H l ul

う ul

丁otal 10 ul

Erectrophoresis: 1%agarose gel,l X TAE BufFer

Marker:2-Log DNA Ladder(NEB#N3200L)
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System:CEQ System
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Sample:lRAL033B06_GNP49.All_100525167S

Result ilRAL033B06二GNP49.All_100525167S

System:CEQ System

Data

Operatori 3.100525.furu

instrumentl CEQ System(Ver1 9・ 0.25)

Analyzed Data

Analyzed Data
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Text9

[ GEINETYX : NuCleOtide Sequence Homology Data l

Date : 2010 05.26

lst Nucleotide Sequence

2010/05/26 14:02124 Text9

[ 607 / 617 bp]     INT/OPT,Score : く   2102/  2356 >

1021' ATCTCCTCCT TCG■ 3CTCA3 TTCCGGCACC ACGGATTACA CGTCGTCATC

2010/05/26 14:02:24

Flle Name : BC035505.2.gnu 1:!

ハACAATCACA

CG諄VrいCA
Sequence size    : 1789

2nd NuCleotide Sequence
File Name        : 工RAL033B06_poTB7_F.A03_10051310KU.faSta
Sequence Size    : 685

Unit Size to Compare = 6
Pick up T_ocation No  ‐ 1

[ 541 / 572 bp]     INT/OPT.Score : く   1700/  1926 >

1l               ATGGACAT ACCTAGCCCC CCACACGGAG ハ♂CACA3TTC C躙3AAぶATCG

1081' CCAACTAACT ATCCGGATT―  CA― CCGCCTT TGGCCCCAAG AACTCCハ CAT ACCCC力3GAC

10'' CCAACTAACT ATCCGGArTC CACCGGCCTT TCGGCCCAA3 AACTCCAGAT ACCCCACG和 3

1139' C― ―AACACCC TAATCCCCTC CCCCTTTCCT TCACTCCCCC ACTTCTGGCA TCGGACn3GG

70'' CCCACGACCC TAATCCCGTG CCCCTTTCCT TCACTCCCCC ACTTCTGCCA TCCGACAGGG

l197: GGAAGTTCAC AAGGTGTGTC CTTCAACTCA CCCCCTGTGA TArCCcGCCC TCCAGTCGTG

1301' CCAAGTTCAC AA3GTGTGTC CTTCA力3TCA CCCCCTCTCA TATCCCCCCC TGCAGTCGTG

1257' TCAAACACAC ハArGTGCACG TCCACTCACA CCCTTCCCCA CCCCCACCバ T CCACCCCCTG

190" TGハ ÁCACAC Aヽ TGTCCACG TCCACTCACA CCCTTCCCCA CCCCCACCバ r ccA3cCCCTG

13171 GCCCCTTGTC CTCCTCTCC.C ACAATCCATG TCCTGTCTCC パrCCTccATA CTGGACACAC

250'' CCcCCTTCTC CTCCTCTCCC ACAATCCArG TCCTGTCTCC ATCCTCCATA CTCGACACAC

1377' TAMCTCTCC GCCTTCTCCT GTCCTTCCTT AC.AGTCCCCA CCACAGGTTT CCTCn3AGGT

310・  TAユACTCTCC GGCTTGTCCT GTCCTTCCTT A3ACTCCCCA CCACAGGTTT GCTCACn3GT

1437' GATCCTCTCC CTTCCCCCAC GAc‐ TCTCCCA CTTCCATTGG TTCTTCCTTT CCCTGGACCT

370" GATGCTCTGG CTTCCCCCAC CA3TCTGCCA CTTCCATTGG TTCTTCCTTT CCCTCCACCT

1497: GA3GTTTハ GA TGTCCAACCT GTGCCTCAGG GGACCAACCT TACACAACAA GTCACCCAAG

430t' CACGTTTA3A TCTCCAACCT GTCCCTCACC CCACCAACCT TACACAACAA GTCACGCAA3

1557' GATGTTTACC AGTCCCTCGT CCCCArCAAG AGCACATTCC CCAC.TCAGAA CCTCACCCCT

490'' CATGTTTA3C AGTCCCTCGT CCCCATCAAC ACCACArTCc ccAGTCACnA CCTGACCCCT

1617' ATCCACACAT CTCTCCACCC ACA3ACAACA ACA3G― CACG GGCCCACTTC CGGCCTTCCC

550'1 バrccAttCAT CTCTCCA3CC ACACACA■ 3A λ3襲GACハGG GGCCCACTTC CCC― CTTCCC

1676i CCTTGTCCGG GTCGTTTTTT TTTTTTTCTT TTCTTTTTTT TTTTTTTTTT TTTTTTTTM

609" ACTTGTCGG

121'' TTCGGCACGA CCATCGA3AT ACCTACCCCG GGA3A3GGAG AA3ACAGTTG GACAぶ MTCG

49' GCACtCTCACA CCCCCTTGGC CGGACTTACC ACTCACCCCT GTCAATCACC AAATACハ ぶAG

181" GCA3CTCACA CGCCCTtrCCC CGGACTTACC ACTCACCCCT GTGAATCACG AAATACAAAG

109: ACCTCC脚 ム 懇 GGACCACT TCCTCCGATC TCCCCCCTCA CACA3ハ GATC MGCCCCncc

241■  ACCTCC… AA3GACCACT TCCTCGGArC TCcccccTCA CACA3A3ATC nACGGCCACC

169' AGAぶ MCACC TCAAACCCAA CA3GGGACAG TCCハGバrTCA GGハ ACGTCCA CTGCCTACTC

3017' A3A船 ユACACC TCAAACGGnA GACGGGACAC TCCA3ATTCA CGAACGTCCA GTGGCTACTG

229' CCGAACACCC AnCCAGTGTC CCTATTCCCA CCATCCAGTC ACCTCCCACC TTCCCTCACC

361" GGGぶ A3ACCC AACCAGTGTC CCTATTCCCA CCATCCACTC ACCTCCCACC TTCCCTC～ CC

289' CCAACGTCAA GTACGTCTTC CGハ ムCTCA3A ATCGGCCCCA GGTCATCTAC ACCGTGバ rCC

421'' CCAACGTCAA GTACCTCTTC CGAACTOヽ GA ATCGGGGCCA GGTCA,GTAC ACCGTCATCC

3491 カGGTGTCTCA CGGCCACCTC GATCCCCA♂ A CTCACGGAAC TCCCGCCATC n3TcccTACC

4811' ACGTGTCTCA GGGGCACCTC GバrGCCCAAA CTCACGGACC TCCCCCCATC AGTCCCTACC

409' CTCCCACTCA ATCCATG～ 3C CACCCCGTCA TCCn3GGTCC TTTCACCAGT CATGATCCAG

648" CACAT― ‐GGG A― GGGGTACC ――ATC― CCGA CTCCCTCTC―  TGTTT

lst Nucleotide sequence
File Name      : BC035505.2 gnu
Sequence size    : 1789

2nd Nucleotide Sequence
File Name : IRAL033306 GNP49 All 100525167s.faS ta (complementary)
sequence size    : 617

unit size to compare = 6
Pick up Location No  ‐ 1


