Genome Network Project_Full ~Length cDNA clone

RIKEN clone ID: IRAL032KO01

Vector : pPDNR-LIB Gene PARP11
Accession No.] BC017569.1 1345 bp 1..1345
CcDS 1330 bp 167..1162
@Plasmid DNA purification
Date : |207207 Culture :LB (25 ug/ml Chloramphenicol) _10 ml —37°C O/N

70
Date : [2070% Purification : QIAGEN Miniprep kit—dH,0 +66-ul

@Digestion by restriction enzyme / Concentrarion calibration

Date : |20203

DNA concentration (O.D.); 33 ng/ul

DNA Z ol
Enzyme (EcoRI+Xhol) 0.5+0.5 ul
Buffer H 1 ul
dH,0 6 ul
Total 10 ul

Erectrophoresis: 1% agarose gel, 1 X TAE Buffer

Marker : 2-Log DNA Ladder (NEB#N3200L)
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3919, 667,375,327, 9 bp

@ Adjust plasmid DNA solution to 25 ng/ul ~preparation for shipping~

Date : /(292 [0 Shipped : 25 ng/ul, 40 ul

|Final concentration: 25 ng/ul [

DNA (__3%  ng/ul)
10x TE
dH,0

Total




Applied IRALO32KO01_T7_D02_11 Inst Model/Name 3500/3500 Instrument

Biosystems IRALO32KO01_T7 : Feb 08,2002 09:42AM, JST
SIN G:86 A:80 T:60 C:61 KB_3500_POP7_BDTv3.mob Feb 08,2002 10:08AM, JST
KB.bcp Pts 1409 to 12561 Pk1 Loc:1386 Spacing:11.33 Pts/Panel1350
KB 1.4.1.8 Cap:11 Version 5.4 HiSQV Bases: 991 Plate Name: 20120208_GNP
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CACTGG GC T GAGCCOCCETTTTCG TCAGTGCTT AGTTACATC T AARACGAGGCCATC CCTATGCCAC CACAC TG GEAGAATGT GA]
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Applied IRAL032K01_M13reverse_E02_14 Inst Model/Name 3500/3500 Instrument

" Biosystems =
y IRALO32K01_M13reverse : Feb 08,2002 09:42AM, JST
S/N G:91 A:105 T:135 C:61 KB_3500_POP7_BDTv3.mob Feb 08,2002 10:08AM, JST
KB.bcp Pts 1429 to 13136 Pk1 Loc:1406 Spacing:11.86 Pts/Panel1350
KB1.4.1.8 Cap:14 Version 5.4 HiSQV Bases: 599 Plate Name: 20120208_GNP
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A GAATGTGT TCCCATGCTT TATGTCAT CT T TGCAGAAACGACTGGAATAAGCAGCATCTCTAGCAAAATA GCTT
457 465 473 481 489 497 505 513 521 529 537 545 553 561
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