Genome Network Project_Full ~Length cDNA clone Gene Engineering DivisionRIKEN BioResource Center

RIKEN Clone ID : IRAL029K08

Lot#: 7566_A6GS

Vector : pOTB7

@® Plasmid DNA purification
Date: |6070h

Date: (60706

Gene BATF2
Accession No. BC012330.1 1948 bp
CcDS 570 bp

Culture : LB (25 ug/ml Chloramphenicol) 5 ml => at 37 deg C over night

Purification : QIAGEN Miniprep kit —> dH,0 100 ul

@ Digestion by restriction enzyme/Concentrarion calibration

Date: 60706

DNA concentration (0.D.):__ 164 ng/ul
< Size of fragment expected from this clone >

DNA 0.6
Enzyme (BamHI +Bglll ) 0.5+ 0.5 ul BamHI 3.0, 0.76 kb
Buffer H 1 ul Beglll 3.8 kb
dH,0 .4 ul BamHI + Bglll 1.6kb (Vector) 1.4, 0.76kb
Total 10 ul

Erectrophoresis : 1% agarose

Marker : 2-Log DNA Ladder (NEB#N3200L)
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@ Adjust plasmid DNA solution to 25 ng/ul

Date : 115‘9 17/?

@ Confirmation of the insertion sequence DNA (64 ng/ul) J’f 0 ul
, 10x TE 55,4 ul
Date: /37 7)7 dH,0 46,8 ul
Total 68 £ ul
Primer A pOTB7_F
Primer B pOTB7R @® Shipping
Primer C - .
List of http://dna.bre.riken,jp !I Conc.: 25 ng/ U Q. Volume : 4 ')
Sequencing /en/GNPclone3en.ht
Primers ml

APPROVED BY :
http://dna.brec.rikenjp/index:html




'\ Applied
> Biosystems IRALO29K08_ABG5_pOTB7_F_A04_01 Inst Model/Name 3500/3500 Instrument

IRAL029K08_ABG5_pOTB7_F Jul 08,2016 10:14AM, JST
SING:14 A:11 T:9 C:12 Primer A! pOTR7-F KB_3500_POP7_BDTv3.mob Jul 08,2016 10:40AM, JST
KB.bcp Pts 1443 to 13030 Pk1 Loc:1420 Spacing:11.61 Pts/Panel1350
KB 1.4.1.8 Cap:1 5 AACGCGGCTACAATTAATACATAACC 2 Version 6.0 HiSQV Bases: 941 Plate Name: 20160708_mix
T CT7CK T CG TTTAG GTG :(CACTATAG CTCG GG ITCCAC G TT TG TAEC GCAGGCTTGT CGACGGEC CAGT CTAT CEGGTLCET GGTA G

i 11 S%# P’I"O']T‘D‘!ef‘ﬂ ¥ 41 u-mHl 51 atthl BIMI?-FN 91‘/ 101 2

1146

s e K5 M o W D ML-B uMum T Iy

CGAGGCCTGGGTGGCGAATTCIGGCACG GGIGG GACCGGAGGTCTGAGCTGCAGCCAC TACACAGGCCTGG TTCTACCACAGGG TTTGCAGCACGAGTCTCTGG
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CAGCTCCAGGGCTCCTGGGCTGCTGGGACCAGGUCTGAGGGGLCTCCTGGGECCTGGCECACAGGGAC CATGGCTGCCGCGAGCAGCTEBGAGC TG TTCCAGACECCCGGEBGTTCC
341 351 361 371 381 391 401 411 421 431 441 451
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TETTACCCAGC TCAGCCGETCTC TEC AGGT CCACAGECTCATGATTCTC CCAGLE TECTICE AG TEECCCE TECCCTEAC TG TCECE TR GEBLERLG BTG TGEETT GETE CEeT GC

461 471 481 491 501 511 521 531 541 551 561
1146
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TG TCCAGCTG TCUCCLCAGCCETCTCCTGT ITTGCELT CG CACACT GGT CCABCCTGCAE GEGGEGTCTTCCTCT GLCTECAGTCECCCTCCRAGCCCAGCCTCACGGEC CC CT G(
871 581 591 601 611 621 631 641 651 661 671
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Applied

F: H IRALO29K08_ABG5_pOTB7_F_A04_01 Inst Model/Name 3500/3500 Instrument
8 ' Biosystems = - o i
. y IRAL029K08_A6G5_pOTB7_F Jul 08,2016 10:14AM, JST
S/ING:14 A:11T:9C:12 KB_3500_POP7_BDTv3.mob Jul 08,2016 10:40AM, JST
KB.bcp Pts 1443 to 13030 Pk1 Loc:1420 Spacing:11.61 Pts/Panel1350
KB14.18 Cap:1 Version 6.0 HiSQV Bases: 941 Plate Name: 20160708_mix
SCCCTCCACAGIE CCTCGAGE TG GAGEATC CCRAC CAG AGGCAAGCTGEEEETCC TCTE CCGACAAC CC TTCCTCTCE CCTEGGGEC T TECACE TCTGCAG AGEAG GG AGE
681 691 701 1T T2 731 741 751 761 271 781
1146
573
C CCT GC TCTOTCAG CAGEGECACTIGGE PAGE GOTE G TTG TGEATRECAGT OC T¢A CEC TC TCL TGGGCE TTT CC I¢ 16 8 TLTCE TC TGCITCA EGTC EACCTT €T
791 801 811 821 831 841 851 861 871 881 891
1146
573
€ CCTGGET C TTIC (€6 RECCIGEE (T TG COCTCCT TE T TI16G 6 CT & A G6 AAGCCAGLEC T T CAGA AL G BC £ T 4T TEC T C¢ ‘TCAATE AAC TEEE GTEEE T G TAC T8 €
901 911 921 931 941 951 961 971 981 991 1001
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G TGGC ITGAA C ACGGCTITGGGCCC GG ITTTTCACARG TCCE ART A GGG ¢ ¢ ¢ AACCCACT CEA TG IC (TTACTCCA CEWE T © AL GG C CTCIGGT CCA C
1011 1021 1031 1041 1051 1061 1071 1081 1091 1101
1146
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Vo2 Applied

- BBy Sams
S/N G:63 A:59 T:62 C:60 Primer B: pOTB7-R KB_3500_POP7_BDTv3.mob Jul 08,2016 10:40AM, JST
oo sametacnscoonmonmatocs 7S 1441 0 TP Lo e Spacin:1.51 PlyPansias

GC1 CGGCCC TAI1CG s TAEC GACTCAC TATAG GG AGA(TL:G G CAG I.QI CCACTTTGTAC G GCTGGGTC2GG CAGCT TGWCC TGILIGC CATT TCAT TACE
1 10 19 28 37 46 lefvf | 64 a_t,.(.BZ T3 g2 M 3[’8&/ 100 lPC‘)191‘&El
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TCTTTETECRCACCEGCGACATAG TGCCTE;Q} EE'I'TTTTTTTTTTTTTTTTT GATT GC CACT TTATTTCCATERCAT AT GT GCC GACTTGTGTTCTGTATCCAG G
18 127 136 145¥he ] 154 163 172 181 190 199 208 217 226
908 Vet | : BC012330.1 (~1948)
454
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GTGTGTTAGATAGCT CAT GTGTTTEATT TACATETET TG CCTGGG TG GAGCCAGGG TTTCTC TCCCCCACCCEGCC TCAGAGTGCTTGTCCTG G TCAGAGTGTAH
235 244 2ER 262 2074 280 289 298 307 316 325 334 34
908 ‘ l l
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T v
EEECeETER TS GCAGACACC ¢ TG ST TCC ACT LG TCATGES ECETECGTE TTECETGE TETEAGEC TABGTEE GAGC TGLGGG CTGCTTAGGAGGGGTC
3 352 361 370 379 388 397 406 415 424 433 442 451
908 l
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TG AGGGTGATGAGGGCCTGGGGGCCACACAGGGGTGE GG TGETGTCAGGTALC ECCEATEEE TREESTE & T CETTGCACEA GEGTCECTTC G TEAT TET TTCETETTEETT
460 469 478 487 496 505 514 S 532 541 550 559 568
908
454
TTTET T'TAT GAGATG TGECTCTTCTGCTGTGGCTTTAG GGGCAGTGGGG AGGEC AGGG AGCTATTT GGG CAGCCTGG GCTGACCCTGCAG TeT CCCALG
e 586 595 604 613 622 631 €40 649 658 667 676
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Applied

Biosystems IRALO29K08_A6G5_pOTB7_R_B04_04 Inst Model/Name 3500/3500 Instrument
IRAL0O29K08_A6G5_pOTB7_R - Jul 08,2016 10:14AM, JST
S/IN G:63 A:59 T:62 C:60 KB_3500_POP7_BDTv3.mob Jul 08,2016 10:40AM, JST
KB.bcp Pts 1441 to 12988 Pk1 Loc:1418 Spacing:11.51 Pts/Panel1350
KB14.18 Cap4 Version 6.0 HiSQV Bases: 984 Plate Name: 20160708_mix
ST TEGTETG CC TAT GE G TAC ECAGGET ETAG TOC CAGATEG TCCTCTL TECAGACE T TECCUARC TCCAGE TCACA ST TTCAGC T TETTC GORADTE CACTAC |
685 694 703 712 721 730 739 748 757 766 775 784
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AL GGCAACCAAGAGTCCAC TTCAG GG C I TCTEC T TEGC C TE TACCCACCA GGG T TG G AE TETESACETECCECAGC TAGE T T GEGETTTET GGG ACTECATE (
793 802 811 820 829 838 847 856 865 874 883 892
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3@ TC TGE €C BTGE TERE G GCAG TEEGERAGAGCEE TTETE LGE TCTGAGCATGGC CCTITC TCACACCAGC CCACEES T TCCCA GG ATTT CAGE
901 910 919 928 937 946 955 964 973 982 991
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1000 1009 1018 1027 1036 1045 1054 1063 1
908
454
0
G T GG T C C T GG CC T CC C TGG ~ G G T E G 4y {655 T G T T & : G T GG G TG T T TE
072 1081 1090 1099 1108 1117 if
908
454
908
454
0 e T —_——

Printed on: Fri Jul 08,2016 01:08PM, JST Electropherogram Data Page 2 of 2



