Genome Network Project_Full ~Length cDNA clone

RIKEN_clone ID: IRAL028L23

Vector : pOTB7

@Plasmid DNA purification

Date : [202\4

Date : {20215

Gene HD
Accession No.| BC014028.2 | 2816 bp 1..2816
cDS = =

Culture :LB (25 ug/ml Chloramphenicol) 10 ml —37°C O/N

Purification : QIAGEN Miniprep kit—dH,O 100 ul

@®Digestion by restriction enzyme / Concentrarion calibration

Date : |202 b

DNA concentration (0.D.):___| 93 ng/ul

DNA 05 ul
Enzyme (BamHI+Bgl II ) 0.5+0.5 ul
Buffer H 1 ul
dH,0 7.5 ul
Total 10 ul

Erectrophoresis: 1% agarose gel, 1 X TAE Buffer

Marker : 2-Log DNA Ladder (NEB#N3200L)
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{Expected digestion pattern from BC014028.2>

1615, 1285, 828, 654, 235 bp
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@ Adjust plasmid DNA solution to 25 ng/ul ~preparation for shipping~

Date : (20220

Shipped : 25 ng/ul, 40 ul

rFinal concentration: 25 ng/ul‘

DNA(_(43 ng/u) &9 u
oI £5 7 ul
dH,0 : S27 & ul

Total 6§57,/




Applied

W-Oﬂ(ﬁ.ﬂmsm _grommrmwluo._.mﬂl_ulﬂlmwom 21 Inst Model/Name 3500/3500 Instrument
IRALO28L23_pOTB7_F_7 Feb 16,2002 09:31AM, JST
S/N G:1543 A:1263 T:931 C:1044 KB_3500_POP7_BDTv3.mob . Feb 16,2002 09:57AM, JST
KB.bcp Pts 1403 to 12597 Pk1 Loc:1380 Spacing:11.27 Pts/Panel1350
_Am 1.4. d m Omu 21 Version m 4 I_mo< wmmmm 967 Plate stm mo‘_moml_m mix
CCA TCICA TACG ATTTAG GT GZCAC TATAG AACT CG AAG G 7T CCACAAG TTTGTACAAARAR GCAGGCT TG TAAAAC GACG GCCAG TAACTATA ACGGTCCTAAGGTAG
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atte1
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CGAGGCCTGGGTGGCG AATTCGGCACGAGG|CTG AGCTGTGT TTTGTCTGAGCCTCTCTCGGTION, CAGCAAAGCTTGGTGTCTTGGCACTGT TAG TGACAGAGC CCAG CAT O
118 127 136 145 154 163 172 181 190 199 208 217
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TCTG CCCGTTCCAGCTG ACATCTTGCACGG TGACCCCTTTTAGTCAGGAG GTGC AG TCGGAGACTGCCCCACGGCCCTGTCAGAGCCGCCACTCCT
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1340
o ?%gsa%é%ses?si ??5?%?52?% >>,>§>> %?%éézgg
o A Mapnn Naanan/w/ v wan .
FCCCCAGGOCAGaETCECO ACCAGCCTCEC 'TGCAGGCCCAGAGGAGCC NG TCATT T GTGGATTCT GGAT GCCGGGCTGCTGCTG AGGAGC
343 352 361 wqo 379 388 397 406 415 424 433 442
1340
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TTGGGAGCTCTGCTTGCCGACTGGCTGTGAG CGAGGCAGGGGCT ETTCCTCAGCCCTAG \GGCGAGCCHA AGGTTGGC CTG TGTGGC TTGGTTT G GTCAT
451 460 . - 469 478 487 . ..._mm 505 514 mmu 532 541 550 559
1340
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0 NA' . . [ WY ARWADA
w.J_nDm._.nm.._ﬂm.._.._d_._,.nmmmn_..H_H.O.. IGTGGTAAGTGGAGGA ATGTTG GAACTCTGEGTGC GGTGCTGCCTTGAGACCCCC GCTTCCAC I 'CCTATGTG GC
568 577 586 595 604 613 622 . mww 640 649 658 667
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: Applied IRAL028L23_pOTB7_R_7_H06_24 Inst Model/Name 3500/3500 Instrument

W_Om<m.nm—.=m IRALO28L23 pOTB7_R_7 Feb 16,2002 09:31AM, JST
S/N G:883 A:756 T:615 C:695 ) KB_3500_POP7_BDTv3.mob i Feb 16,2002 09:57AM, JST
KB.bcp Pts 1411 to 12486 Pk1 Loc:1388 Spacing:11.31 Pts/Panel1350
KB 1.4.1.8 Cap:24 Version 5.4 HiSQV Bases: 918 Plate Name: 20120216_mix
T g T G IA TAICG AA TT/A TAC G ACTCAC TATAG (T(TAGACCG G CAG ATCTACCACTT TG TACAAG AAAGC TGG GTCAGGAAACAGC TATG ACCATG TG COAT TTCATTACC
1 10 19 28 37 46 55 64 73 82 91 100 109
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T TTTTT GATGGTTTCCATTTTTTTCCTTT TG GA 104Jmmﬁemaﬁ+mminﬂﬂmee AARMAATT \
154 163 172 181 Hmo 208 217 2
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TTGCTCTCAG

GGTCTGGGTGGGGCTLCGGGACTCGCCCATCACAGCCCTGC TGGC TCCAGGEG AGC TCAAGCTCAGC T

.ﬁa TCTCGTCAGTCCT
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I'G A I 1 6 mm._:_H.QDO._.aﬁ _mﬁ._mui Jm_lm_mﬁ CTGAGCAGCTCCCTCCTTCCCAGGAGGCCCAGGCCCGGCAAGC GAGTGTCCTCG TCTGAGCCATC CT GAGCT
568 577 586 595 mo..m 613 622 631 ) 640 649 658 667 i

1180

wmo % \n A AV AV My | oY »» O\ »b», 0 Lan)

Printed on: Sat Feb 16,2002 11:37AM, JST Electropherogram Data Page 1 of 2




