
Genome Network Pro」 ectFull― Length cDNA clone

RIKEN cione ID:IRAL027N17
Vector:pOTB7 Gene

Access:on No.

●Plasmid DNA purittcation

Date: t(0う 16      culture :LB(25 ug/ml Chloramphenicol)5 ml → 37・C O/N

Date: ttOら 11ア Puri■cation:QIAGEN Miniprep kit―dH20 100 ul

●Digestion by restriction enzyme/Concentrarion calibration

Date:{10b17
DNA concentraJon(0.D.光 229、 l  ng/ul

DNA ο、ち ul

Enzyme(BamHI+Bgl Ⅱ) 0.5+0.5 ul

Buffer H l ul

dH20 ワ、う ul

Total 10 ul

Erectrophoresis: 1%agarose gel,l X TAE Buffer

Marker:2-Log DNA Ladder(NEB#N3200L)
kb

50-→

30-→

48=
10-→

05-→

〈Expected digeslon pattern from BC023558.2〉

4492..10_11:.11,、 Op………………………………………………………・

●Attust plasmid DNA solution to 25 ng/ul ～preparation for shipping～

Date :  ′ノ(9」;ノ 9 Shipped:25 ng/ul,40 ul

concentrationi 25 ng/ul

DNA(229_l ng/ul) 86.θ ul

10× 丁E           8θ .6  ul
dH20       63｀ 7.5 ul

gθ 6 午 ul

440..1714
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覇
__    Ptt■ gy―

― 都 ―■北 丁―
―

ヤ■三丁 ヤ ψ― 葛 一 ―310     320     31~~~~~冨ごψ
~tFケ

寸―
―可: 「

―

―

―

―

―

∃

Wed 05′ 18′ 1114:31:41 Page:1



IProiect:GNP                               System:System 1                        0perator:1.110518日 furu

lSample:lML027N17_GNP21.A04_11051814GZ instrumentI System l(Ver.9.0.25)|

I Result:IRAL027N17_GNP21.A04_11051814GZ
|
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BC023558.2 vs IRAL027N17 pOTB7 F.G03 11051812UK  Alignment                    2011/05/19 11:52:50

[ GENETYX : Homology Data ]

Date : 201■ .05.19

Query Sequence
Fi■ e Name      :
Sequence Name    : BC023558.2
Sequence Size    : 2143

Target Sequence
Fi■ e Name        : IRAL027N17 poTB7 F.G03 ■1051812UK
sequence Name    : IRAL027N■ 7_poTB7_F.G03_11051812UK
sequence Size    : 431

Unit Size to Compare = 6
Pick up Location No. = 1

Query Range: 1 - 289
Sb」 ct Range: ■34 - 43■
298 bp′  INToScore: 836′  OPToScore: 995
工dentity: 276 / 298 (922)
Strand: Plus / Plus

Query  l    CAGGGACATT TCGGGATTCT GGATTTCTTG GTCTGCAACT CCCTGTGTGC CAGGCGGGGC  60
1111111111 1111111111 1111111111 1111111111 1111111111 1111111111

Sbjct  134  CAGGGACATT TCGGGATTCT GGATTTCTTG GTCTCCAACT CCCTGTGTGC CAGGCGGGGC  ■93

Query  6■    TGGGCCCCGC TGCGGCTGGC TGGCGTTTGG CGCTCTCATC GAGGGACCGC TTCGCTTTGA  120
1111111111 1111111111 1111111111 1111111111 1111111111 1111111111

Sbj ct  194  TGGGCCCCGC TGCGGCTGGC TGGCGTTTGG CGCTCTCATC GAGGGAGCGC TTCGCTTTGA  253

Query  121  AATCTACCCA CTCCTTTTTT TTTTTTTAAA CCAGGTATGA TGATGTCAAA CGTGATGCTG  180
1111111111 1111111111 1111111111 1111111111 1111111111 1111111111

Sbj ct  254  AATCTACCCA CTCCTTTTTT TTTTTTTAAA CCAGGTATC.A TGATGTCAAA CGTGATGCTG  313

Query  ■81  ATGCTACAGT TACAGCCCCT GCTGGCG― ―― CAGCCT― CT― CTGATTCTCT CTCCCTCT― C  234
1111111111 1111111111 1111111     1  111 11   1111111111 11111111 1

Sbjct  314  ATGCTACAGT TACACCCCCT CCTGGCGCAA CGCCCTCCTC CTGATTCTCT CTCCCTCTCC  373

Query  235  CGCGT― CCAG TGCTGGGCTT TTTCACTACAA GTG― CATCTC C― TAACCAGG TCACATTT  289
11111 1111 1111111111 111 .  |||  || | |||| | |。 |||.|   |||  |||

sb」 ct  374  CGCGTCCCAG TCCTGGGCTT TTTANACCAA TTGCCTTCTC CTTNACCNGT TCATTTTT  431
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BC023558.2 vs IRAL027N17 GNP21.A04 11051814GZ  A■ ignment                      2011/05/19 11:54:38

[ GENETYX : Homo■ ogy Data ]

Date : 2011.05,19

Query Sequen9e
File Name       :
Sequence Name    : BC023558.2
Sequence Size    : 2143

Ta■‐get Sequence
File Name        : IRAL027N17 GNP21.A04 11051814GZ
Sequence Name    : IRAL027N17 GNP21.A04 11051814GZ (comp■ ement)
Sequence Size    : 286

Unit Size to compare = 6
Pick up Location No. = 1

Query Range: 1773 - 2050
Sbjct Range: 7 - 282
278 bp′  INToScore: ■036′  OPT.Score: ■044
1dentity: 269 / 278 (96t)
Strand: P■ us / Minus

Query  1773  GGCAACTTCG AGAACGGATC CAGAAATGCA GTCAGAAGGA CCCTGCTCCA CCTGGGGGGA  1832
11111 1   1 1  11 1111 11.|||。 ||| |||||||||| |||||||||| ||||||||||

Sbjct  7     GGCAAGTGGG A― TAC― GATC CANAAANGCA GTCAGAAGGA CCCTGCTCCA CCTGGGGGGA  64

Query  1833  CTGGGAGTGT GAGTGTGCAT GGCATGTGTG TGGCACAGAT GGCTGGC.P_CG GGTGACGGTG  1892
1111111111 1111111111 1111111111 1111111111 1111111111 1111111111

Sbj ct  65    CTGGGAGTGT GAGTGTGCAT CGCATGTGTG TGGCACAGAT GGCTGGGACG GGTGACGGTG  124

Query  1893  TGAGTGCATG TGTCCATGCA TGTGTGTATG TGTGTGTGTG TGTGGCATGC GCTGACAAAT  1952
1111111111 1111111111 1111111111 1111111111 1111111111 1111111 11

Sbj ct  125   TGAGTGCATG TGTGCATCCA TGTGTGTATG TGTGTGTGTG TGTGGCATGC CCTGACATAT  184

Query  1953  GTGTCCTTGA TCCACACTGC TCCTGGCAGA GTGAGTCACC CAAAGGCCCC TTCGGCCTCC  2012
1111111111 1111111111 1111111111 1111111111 1111111111 1111111111

Sbj ct  185   GTGTCCTTGA TCCACACTGC TCCTGGCAGA GTGAGTCACC CAAAGGCCCC TTCGGCCTCC  244

Query  2013  TTGTAGCTGT TTTCTTTCCT TTTGTTGTTG GTTTTAAA  2050
1111111111 1111111111 1111111111 11111111

Sbj ct  245   TTGTAGCTGT TTTCTTTCCT TTTGTTGTTG GTTTTAAA  282
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