Genome Network Project_Full ~Length cDNA clone Gene Engineering Division RIKEN BRC

RIKEN Clone ID : IRAL027N08 Loti#: 7566_A8B9
Vector : pOTB7 Gene NDRG4
Accession No. | BCO011795.2 3187 bp
cDS 1020 bp
@ Plasmid DNA purification
Date : [20}15 Culture : LB (25 ug/ml Chloramphenicol) 5 ml —> at 37 deg C over night
Date : ’8’02‘%7 Purification : QIAGEN Miniprep kit —> dH,0 100 ul

@ Digestion by restriction enzyme/Concentrarion calibration

Date : [ g OJ—M’

DNA concentration (0.D.): 22 ng/ul

< Size of fragment expected from this clone >
DNA ul
Enzyme (BamHI +Bglll ) 0.5+ 0.5 ul BamHI 3.5, 1.5 kb
Buffer H 1 ul Beglll 5.0 kb
dH,0 ul BamHI + Bglll 1.6kb (Vector) 1.9, 1.5 kb
Total 10 ul

Erectrophoresis : 1% agarose gel, 1x TAE Buffer

Marker : 2-Log DNA Ladder (NEB#N3200L)

@ Adjust plasmid DNA solution to 25 ng/ul

Date : /£0223

@ Confirmation of the insertion sequence DNA (77 ng/ul) 78.0 ul
10x TE f0.2 ul ~
Date : |§(3223 dH,0 [4.( ul -
Total /02.9 ul
Primer A pOTB7_F
Primer B pOTB7_R @ Shipping

- . PR : 0

List of http://dna.brc.riken,jp |!| Conc.: 29 ng/ L2  Volume: 40_11 2

Sequencing /en/GNPclone3en.ht

Primers mi Fq.cua.__ng#u-ﬂ—uum—-ﬂ-ﬂ—

APPROVED BY :
http://dna.brc.rikenjprindexhtmt




pplied

Blosystems IRALO27N08_1_A8B9_pOTB7_F_C01_03_ABIO8 Inst Model/Name 3500/3500 Instrument
IRALO27N08_1_A8B9_pOTB7_F Feb 23,2018 09:59AM, JST
S/N G:43 A:46 T:38 C:65 Primer A: pOTB7-F KB_3500_POP7_BDTv3.mob Gray line indicates quality value Feb 23,2018 10:13AM, JST

Spacing:10.58 Pts/Panel1350

KB.bcp . _— ACATAACC 3 Pts 1742 to 8662 Pk1 Loc:1710
KB 1418 Cap3 s Version 6.0 HiSQV Bases: 706 (QV) < 40. Plate Name: 20180223 GNP
\ CTATAGAACTCGAAGGITCCACAAGTTTGTAC A GCAGGCTTGT CGACGGCCAGTAACTATAACGG TCCTAAGGTAGGCGAG
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GCCTGGGTGGCG AATTC|G GCACG AGGRTCTCCCACTCG AGCTGCCCCCGCCCTCTGG ACCEG G TG ACTCAGGCCTTTG TTTGTCCTTCCTGGT AGAG GCGGGTTCCCT CCC T
121 Ec&El 141 151 161 171 181 191 201 211 221
BCO/1795.2 (1~)
1012 l l Vector
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CGGCALAGATGCCGGAGTGCTGGG AT GG GG AACATG ACATCG AGACACCC TACGGC CTTCTGCATGTAGTGATCCGGGGCTCCCCCAAGGGG AACCGCCCAGCCATC CTCACC T
231 241 251 261 271 281 291 301 a5 321 331 341

95 ol o,

CEATEATETG GG EETE AC CAC CTATGCTTEC RACACETTCTTEAACG T TEGAGG C TGCAGGAGATCACC A GCACTTTGTGGTGTGTCACGTGGATGC CCCTGG AC
351 361 371 381 391 401 411 421 431 441 451
1012
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A GE TG GE GG L B TC BCAG T T TCCTCAG  GE GTACCAGTTCCCETECATGE CGAGEAGE TGEECTGECATG CT CCEEAGL GTG GTGEAGCATT TEE GG T TE] GTATGTGATTG GC
461 471 481 491 501 L7 el 521 534, 541 551 561
1012
5 AR |
TrCGGAGT GGGCGCCGGAGCCTATG TGCTGEGCCAAGTTT GCACTC !
571 581 591 601 611 621 631 641 651 661 671
1012
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Applied

) BibSystems IRALO27NO8_1_A8B9_pOTB7_R_DO1_04_ABIO8 Inst Model/Name 3500/3500 Instrument
o IRALO27NO8_1_A8B9_pOTB7_R Feb 23,2018 09:59AM, JST
SIN G:42 A:69 T:51 C:80 Brimer B: pGIBI- KB_3500_POP7_BDTV3mMob  (rav line indicat Lt Feb 23,2018 10:13AM, JST
KB.bcp Pts 1747 to 8684 Pk1 Loc:1715 oy hing indicates gualiby Falte o o0 AR BliPandfiso
KB14.18 Cap4 5' GTACTGCAGCCGATTCATTAATGC & Version 6.0 HiSQV Bases: 704  (QV) < 40. Plate Name: 20180223_GNP
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