Genome Network Project_Full ~Length cDNA clone

RIKEN Clone_ ID : IRAL026B15

Gene Engineering Division RIKEN BRC

Lot#: 7566_B1Js

Vector : pOTB7 Gene SMARCD1
Accession No. | BC009368.2 3326 bp
cDS 1431 bp
@ Plasmid DNA purification
Date: 2/.[11.0] Culture : LB (25 ug/ml Chloramphenicol) 5 ml -=> at 37 deg C over night
Date:2|./l.0Z Purification : QIAGEN Miniprep kit -> dH,0 100 ul

@ Digestion by restriction enzyme/Concentrarion calibration

Date : 2[.[].0Z

DNA concentration (0.D.):_ [ 5 f? ng/ul

< Size of fragment expected from this clone >

DNA 0. ul
Enzyme (BamHI +Bglll ) 0.5+ 0.5 ul BamHI 5.0 kb
Buffer H 1 ul Belll 2.8, 1.2, 1.0 kb
dH,0 76 ul BamHI + Bglll 1.6kb (Vector) 12,12, 1.0 kb
Total 10 ul
Erectrophoresis : 1% agarose gel, 1x TAE Buffer DD @6 %r:cr:::r
Marker : 2-Log DNA Ladder (NEB#N3200L) ®;BamHl
@:Bglll
®):BamHI + Bglll

@ Adjust plasmid DNA solution to 25 ng/ul

Date : 2].11.(05
@ Confirmation of the insertion sequence DNA ( “?-q ng/ul) ?On 0 ul
10x TE 7.2  ul
Date: )| | |, [} dH,0 P52
Total 72, % ul
Primer A pOTB7F o712
Primer B pOTB7 R ® Shipping
Primer C -
List of http://dna.bre.riken,jp Conc.: 29 ng/ U Q. Volume : 4 2
Sequencing /en/GNPclone3en.ht
Plimers il oo giplr—volumes=mrpll=s

APPROVED BY :
http://dna.brc.r‘ikc- I.J.l.i/,;l retexhtmi




ALY égggl(lset%ms 7566_IRAL026B15_B1Js_pOTB7_F_A01_01_ABIO8 Inst Model/Name 3500/3500 Instrument
o 7566_IRAL026B15_B1Js_pOTB7_F Nov 04,2021 09:49AM, JST
SIN G:O3AT3T48Cil b o A bOTBT-F KB_3500_POP7_BDTv3.mob  Gray line indicates quality value Nov 04,2021 10:05AM, JST
KB.bcp . : Pts 1772 to 8704 Pk1 Loc:1740 Spacing:10.85 Pts/Panel1350
KB 14.1.8 Cap:1 §ARCECCRUTACRATIAATACATAADL S Version 6.0 HiSQV Bases: 668 (QV) < 40. Plate Name: 20211104_GNP
CTATAG AACTCG AGG T CCACARAGTT TGTACAZ AAAGCAGGC TTGTE ACGACGGC CAGTAACTAT CGGTCCTAAGGTAGCGH
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GGCCTGGGTGGCG TTQGGCACGAGG|CTG 2AGCCTCCCGTEGECCGGC GG LCCGGLEEGGREE t:CAGGCGGGCGCTCGGGGGGCGCTCGGGGGGCGGGEGGG?! GTTECEGGTTCE G

124 EfORI.IBI 141 151 161 171 181 191 201 211 221
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GTTCTTTGTGCGGCTGCATCGGCG GCTCCGGGARG ] TGGCGGCCCGGGCGGGTIFCC GTCTGTGGCTCCAAGCGGCGGCGCCGGAGCCTCAGGAG GGGCGGGCGCGGCTGC TG
2332 241 251 271 281 291 301 311 321 331
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CCTTGGGCCCGGGCGGAACTCCGGGGCCTCCTGTGCGAATGGGCCCGGECTCCGGGTCAAGGGC TG TACCGCTCCCCG 7 TGCCCGGAGCGGCCTATCCGAGACCAGGTATGTTGQ
341 351 361 371 381 391 401 411 421 431 441 451
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CAGGCAGCCGAATGACACCTCAGGGACCTTCCATGGGACCCCCTGGCTATGGGGGGAACCCTT CAGTCCG CCTGGCCTGGCCCAGTCAGGGATGGATCAGTCCCGCAAG

461 471 481 491 501 511 521 531 541 551 561
1096
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i GACCTGCCCCTCAGCAGATC CAGCAGGTCCAGCAGCAGGCEGG TCCAAAATC GARAACCACAATGC 2 G AAG
‘ 571 581 591 601 611 621 631 641 651 661 671
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7566_IRAL026B15_B1Js_pOTB7_R_B01_02_ABI08 Inst Model/Name 3500/3500 Instrument

7566_IRAL026B15_B1Js_pOTB7 R Nov 04,2021 09:49AM, JST
SIN G:39 A:46 T:29 C:46  Primer Bi pOTBT-R p»(taﬁggot_zggz}iﬁv&rﬁ; Gray line indicates quality value . Bl 0‘1‘532;1 ;0:/%5/-‘\’“;1;85;
KB.bcp . Ly A . S (o] oc: pacing:10. ts/Pane
5 GTACTGCAGCCGATTCATTAATGC 3
KB1.4.1.8 Cap:2 ’ g Version 6.0 HiSQV Bases: 654  (QV) < 40. Plate Name: 20211104_GNP
TCTACCACTTTG TACAAG AAAGCTGGGTCAGG AAACAG CTATG ACCATG TG CCATTTCAT TACCT(
1 11 21 31 41 61 i 81 91 4 101 1
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cTTTCTCCGECACCCGACATAGATGECTCE GEITTTITT T T TTTTTTTTTICAGARAAGAT TCTT T TATT \AARCTGGGTAACATCAATAAGGGGE ACAGTACARARRART GTTTGGT
121 131 141 yhol 151 161 171 181 191 211 221
R (w332
936 Veclor BCo4368-2 (
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CCATG ; AL L TT CAGTTAATI ACAGTTATCAACAGGG ACACTGEGTGGG AAGT \WETEAGE TTCCTTETCAT GG T TC-CA GCCAGGAGGCGGCCAGGGCTCAGCTGCCCC
231 241 251 261 271 281 291 Jello 3171 321 333 341
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IARGG TTETCCAGTGT CAACCT ITTCARGGEE AGG BAT ATGGCAGG AAGGGGAAGACGGGG AGAATT TTCT GET GT CCCCAG TG TAG ACAGGG AGGGATTTGGGGGTGE 56GGT(
351 361 371 381 391 401 411 421 431 441 451
936
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| sTGCTCGCAGGAGCCT GAGGAGGGGGTGGG GAAGCE A\ GGGECTTTGTCAGT TCTGTGGGT.TTAGAGCCCATGCT G 7 CEGAATTCCCCCTT TGTGE CEAGCTGTCTC CeaCCd

461 471 481 491 561 511 521 531 541 551 561
936
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