Genome Network Project_Full —Length cDNA clone

RIKEN Clone ID : IRAL025J01

Vector : pOTB7

@ Plasmid DNA purification

Date : (90926

Date : (90927

Gene Engineering Division RIKEN BRC

Lot#: 7566_A9Io

Gene FAM108A1
Accession No. | BC009256.2 1538 bp
cDS 933 bp

Culture : LB (25 ug/ml Chloramphenicol) 5 ml —> at 37 deg C over night

Purification : QIAGEN Miniprep kit —> dH,O 100 ul

@ Digestion by restriction enzyme/Concentrarion calibration

Date : /90927

266

DNA concentration (0.D.): ng/ul
< Size of fragment expected from this clone >
DNA D% ul
Enzyme (BamHI +Bglll ) 0.5+ 0.5 ul BamHI 3.3 kb
Buffer H 1 ul Bglll 3.3 kb
dH,0 7.6 ul BamHI + Bglll 1.6kb (Vector) 1.7 kb
Total 10 ul
Erectrophoresis : 1% agarose gel, 1x TAE Buffer (D:Marker
®:uncut
Marker : 2-Log DNA Ladder (NEB#N3200L) @):BamHI
@:Bglll

@® Confirmation of the insertion sequence

Date : [1{00]
Primer A pOTB7_F
Primer B pOTB7.R
Primer C poly(A) region primer #0
List of http://dna.brc.riken.jp
Sequencing /en/GNPclone3en.ht
Primers ml

(B:BamHI + Bglll

@ Adjust plasmid DNA solution to 25 ng/ul

Date : 191003

DNA (_>66 ng/ul) JE0
10x TE 93.4 ul
dH,0 1547 __ul
Total 93¢, 3 ul
@ Shipping

d: Conc.: 29 ng/ U2 Volume: 4Q u 2
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pplied

B| osystems 7566_IRAL025J01_A910_2_pOTB7_F_CO01_03_ABI08 Inst Model/Name 3500/3500 Instrument
7566_IRAL025J01_A9lo_2_pOTB7_F Oct 01,2019 09:41AM, JST
SIN G:19 A:12 T:13 C:28 Primer A: pOTB7-F KB_3500_POP7_BDTv3.mob G T Al - Oct 01,2019 09:55AM, JST
KB.bcp T ———— Pts 1713 to 8591 Pk1 Loc:1681 quatity valle spacing:10.36 Pts/Panel1350
KB1.4.1.8 Cap:3 i L SR : Version 6.0 HiSQV Bases: 652 (QV) < 40. Plate Name: 20191001_GNP
C T'TG TAC - GCAGGCTTGT CGACGGCCAGT & THE EGGTEECT GGT . GCG -GGC
L 11 21 31 41 51 mattBi 71 BJMB'ﬂWL 91 ¥ 101 111 121
928
464
0

CTGGGTGGCGAATTC|G GCACG G GlCTG CGG CGGTG GCG GTGCAGGAGGCCG GGCAG GGG TGCGG AGGG ACCG CGGACGCACGGGCGGGCGGCCGGE AGCCATGG AGCGC GG
L 1315(:0]21 141 151 161 i 181 191 201 Pk 221 231

928

" MMWMMMMMMMMMMMMWMMMMWWM

CCTGGGGCCCGGGGGCGCGGGCCGGGG TGGGCTTCCCACGGCACG ACATGG AG ACCTG TGGTTGCGAGGCTCCCTGGGGCTCGGCTTGGACCG CG ATGGGGCTGGGCLCCTGGCC
241 251 261 271, 281 251, 301 31 331 341

928

f4uuhunnnnuuuuundunnnununhuhhhuhhuanunuhnununlhnnunnuhunnu

TG T CGGGGCTGCTGTCTGGGGCGGTAGC TGGGGGGGCGCTCTCCCCCCTGCCCGCGAC TCGGAGCACCCCCACCCCTCLCCTGCLEGGGCEC GGCCGGGCGGCGlTGIIGC
351 361 371 381 I 401 411 421 431 441 451 46

928

o I mllx1mmmnumhmumh.. uunnumnmﬂmhnmmum“mm

CGGGGGCCCCGGTGGAGGCCCGGCCTGGGCGGCGCCCGCCATG TGGEGCTGTCGCTGAGTGAGCTCTGC TGCCTCTTCT GCTEGCECCEGCECLTGCLECLGGUCGC lCGC'”(
1 471 481 491 501 oyl 521 531 541 551, 561 57
928
464

o VAN A R M ol

s;CC GCTCGCCTTCCTGECCGCCGGAGGLECACCTAC TCCETGGT G
I 581 591 601 611 621 631 641 651 661 671

| 928

I Ay
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Applied

A . Bi osystems 7566_IRAL025J01_A9lo_2 pOTB7_R_D01_04_ABI08 Inst Model/Name 3500/3500 Instrument
' 7566_IRAL025J01_A9lo_2_pOTB7_R Oct 01,2019 09:41AM, JST
S/IN G:184 A:148 T:157 C:279  pjimer B: pOTBT-R KB_3500_POP7_BDTv3.mob Gray line indicates quality value Oct 01,2019 09:55AM, JST
KB.bcp A\TTCATTAATGC 3 Pts 1676 to 8567 Pk1 Loc:1644 Spacing:10.49 Pts/Panel1350
KB1.4.1.8 Cap:4 5 GITABTHECARCCOAT TRAI At Version 6.0 HiSQV Bases: 570  (QV) < 40. Plate Name: 20191001_GNP
I G G CAG ATCTACCACTTTGTAC G AGCTG GG TCAGG CAGCTATG ACCATG TGCCATTTCATTAECCTCET!
1 1, 21 31 41 51 ) a1 101 111
| BAL attpz Mi3 ey P1-%el
704
352 ‘ ‘
0 A A LA |
{FTCTCCGC CCEBACATAGATG GET EC AG TTTTETTTTTIT TR TTTI T T T T T AT T T T-C T TTTCCE TTTTCACGTATTTTE T'TEe T TGETT CC GG

121 131 Vec,’to Xhody o S BCOOQ%Q.Z[ ”

704
0

GG AGTGCGTAGC TCTGTTGCCTGTACATCGTCCACAGCCCCTGGEGTCGGGGCGGGEGTCCCCTGGGLCGCCCGEGEGGGGTCCACATGCAGCCCCTGGEGGTEGGGGCCGGLGLEGGE

= 15 181 191 201 211 221
558

231 241 251, 261 271 281 291 301 311 321 331
704
352
i ‘ it ulh ““ Il
0 u ul H:l u u... AR Al _
GTG A GGTCCGGGGGCCGC T GCTG GTCCGGCCGGTTGGGGCCGCCGC TAGGCGCGCTGGLCTGGGCAGC TCCTGGG TG GCGACGCAGGCGCTCCAGGTACTGGY
341 351 361 S e B 381 391 401 411 4 441 451
6-(BC 004256 2)
704

WIGTQ GC TCGATGTCGTTGTGCCCGGCGC CCTCCACCEACAGCGGCTCCACCGCCTTG GG GC GCGCTCGTO GLCGCCAGCCCETGCGAG GTCGEATCACCTE 6T CETY
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