Genome Network Project_Full ~Length cDNA clone Gene Engineering Division
RIKEN BioResource Center

RIKEN Clone ID : IRAL024P08

Vector : pOTB7 Gene PRMT5
Accession No. | BC025979.2 | 2373 bp 1..2373
cDS 1914 bp 13..1926
@ Plasmid DNA purification
Date: | 30304 Culture : LB (25 ug/ml Chloramphenicol)_10 ml —> at 37 deg C over night
Date: {30306 Purification : QIAGEN Miniprep kit —> dH,O 100 ul

@ Digestion by restriction enzyme/Concentrarion calibration

Date: {30307

DNA concentration (0.D.):__270. ng/ul

DNA 0.2 ul
Enzyme (BamHI + Bglll) 0.5+ 0.5 ul
Buffer H 1 ul
dH,0 7.8 ul
Total 10 ul

Erectrophoresis : 1% agarose gel, 1x TAE Buffer

Marker : 2-Log DNA Ladder (NEB#N3200L)
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<{Expected size of fragment from BC025979.2 >
2559 1615 bp
@ Confirmation of the insertion sequence @ Adjustment of DNA concentration
Shipping amount : 40 ul
Date: 130307 Concentration at the time of preparation of plasmid DNA : 25 ng/ul
Primer A pOTB7_F Date: {30308
Primer B pOTB7_R
Primer C Poly(A) region primer #0 DNA (_ 270 ng/ul) %0
i 10x TE ul
seLlS;noﬁn http://dna.brc.rikenjp/ HXO Ql[: [
Fgu g en/GNPclone3en.html dH, 150. ? ul
SIS Total 9%0.8 ul

APPROVED BY :
http://dna.brc.riken.jp/index.html




pw Applied IRAL024P08_A3C4_pOTB7_F_C11_08 Inst Model/Name 3500/3500 Instrument

Biosystems
y IRAL024P08_A3C4_pOTB7_F Mar 07,2013 09:44PM, JST

SING:50 A:30 T:35 C:38  pyimer A: pOTB7-F KB_3500_POP7_BDTv3.mob Mar 07,2013 10:11PM, JST
KB.bcp Pts 1251 to 12995 Pk1 Loc:1228 Spacing:11.66 Pts/Panel1350
KB1.4.1.8 Cap:s8 5 AACGCGGCTACAATTAATACATAACC Version 5.4 HiSQV Bases: 993 Plate Name: 20130307_GNP

TCA TTCRARATACCGATTTAG GT GECACTATA GAARCTCG RAGGATCCACAA GTTTGTACAAAARAA GCAGGCTTGTAAAACGACG GCCAGTAARCTATAACGGTCCTARAGGTAGCG
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AGGCCTGGGTGGC GGCRCGAGGIGCGAGGAGAAAGRATGGCGGCGATGGCECGETCGCGEGGTGC TGGTGGGAGCCGCGTGTCCAGCGGGAGGGACCTGAATTGCGTCCCCG
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AAATAGCTGACACACTAGGGGCTGTGGCCAAGCAGGGGTTTGATTTCCTCTGCATGCCTGTCTTCCATCCGCGT TTCAAGAGGGAGTTCATTCAGGAACCTGCTAAGAARTCGGC
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LGGAACTCCGAGGCGGCCATGTTACAGGAGC TGRAATTTTGGTGCATATTTGGGTCTTCCAGCTTTCCTGCTGCCCCTTAATCAGGAAGRATARCACCAARCCTGGCCAGAGTTT
461 471 481 491 501 o1 521 531 541 5851 561
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TGACCRACCACATCCACACTGGCCATCACTCTTCCATGTTCTGGATGCGGGTACCCTTGGTGGCACCAGAGGACCTG AGAGAT GATATAATTGAGRAATGCACCARACTACA(
571 581 591 601 611 621 631 641 651 661 671
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2 Applied
buw Biosystems | IRAL024P08_A3C4_pOTB7_R_D11_11 Inst Model/Name 3500/3500 Instrument

IRAL024P08_A3C4_pOTB7 R Mar 07,2013 09:44PM, JST
SIN G:33 A:23 T:31 C:24 Primer B: pOTBT-R KB_3500_POP7_BDTv3.mob A Mar 07,2013 10:11PM, JST
KB.bcp Pts 1261 to 13168 Pk1 Loc:1238 Spacing:11.86 Pts/Panel1350
) ATTAATGC 3
KB1.4.18 Cap:11 5 GTACTGCAGCCGATTC Version 5.4 HiSQV Bases: 416 Plate Name: 20130307_GNP
GTAA CGT GCATAIC G AATTA TACGACT((ACTATAG GC'AGIC(CIG G'CAGATCTACCACTT TGTACRAGARAAAGCTGGGTCAGGAARCAGCTATGACCATGTGCCATTTCATTACCT
1 A1 21 34 41 51 61 h-.wdwp qA: 81 91 101 o
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SITTCTCCGCACC EGACATAGAT GECTCGAGIMT TT TT TTT TTTTTTTTTT 2P O E T C P TT TP T TTT T T T TG GG TT ITTT ITT TTI TTTTGTT ETTTIT TT T TTCTC CRARA ACA CC

121 131 141 XTQH 161 171 181 191 201 211 221 2
Veotor |
998 tor * msert
) »»»—»::—E»»:: : »»» :: :—:::::::—:::::
0 ‘ : SALBAVARLANAY » . : » » » :w:»:» AAARAAALNAAAA : AMAALAAAAARI R BASRR
AAAACAACAACAARAAAAAGGTTGAAAATCCCTTCAACCCCCATGTTCCCCGGGARDTTC GG GG AG CTTGAGGGTGACGGGGGGTTTTC GGG CCAGCACTAATTCCTCACC
31 241 251 261 271 281 291 301 311 321 331 341
998
499
CCGGGGCGGGGGGTICTTCCTAAATTGGGGGGGGGGGCCCCGC TTTIGTTTTAATCCCTTGCCCCCCTTGGTGTTGGGCGGGAAACTAAAT TGAAATGCCCCTCCCTGATG GGG
351 361 371 381 391 401 411 421 431 441 451
998
499
0 Lannly . ‘ 4 Alaan . AAAA ¢
\A GGG GAATCACAACCCARAR ARGTICTGCCCCTTCTGIG CTAGGGGGARLARRACCTGCCTCTGCTTCCAGGGCCTTGGACACTTGCCACGCAGGGC TAGAGGCCRAEATGG TATGG
461 471 481 491 501 511 521 531 541 551 561 5
998
499

ACACACACAAATGGTTT GGCCT
671 681

GAACGGCC TGGGGGGGTT GAGG ARARRRAIC BARCTGGT GCT GTCACAGC CCACGGATACCACA ACCTCCTGGAATTGCTGC GTC GCCAGA?
il 581 591 601 611 621 631 641 651
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' Applied i
pwm W_Om<mﬁm3m IRAL024P08_A3C4_GNPmixture_E11_14 Inst Model/Name 3500/3500 Instrument

IRAL024P08_A3C4_GNPmixture Mar 07,2013 09:44PM, JST
SNCRAITION g i eimprimrs0 G250 P S0
KB14.18 Cap:14 5 TTTTTTTTTTTTTTTTTTTTNNN 3 Version 5.4 HiSQV Bases: 942 Plate Name: 20130307_GNP
CTTCCATZIACCTT ITPTT (GTAT TT CC TCTTACCAAAACCATCAAAACAIACAACA G ARAAAGGC TGARARTCCGTTCARAAACCCCATGT TCTCAGGGATATTCCAGGGAGT TCTTGAG(G
1 10 19 28 37 46 55 64 T3 82 91 100 109 118
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CTGAGTGC EGTAGC TTCAAATC A GCACTAR T TCCT CACCCC P TGGCCTGAG GTC TTCATAGAT TGETGGCTT'GRAGCEETGCARAT TAAT TATAATCEECTTGCECECACCTTGATGT
12 136 145 154 163 172 181 190 199 208 217 226
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AAGGCAGGAAAGCAGATTGARAATGC TCCTCTCTGATGGGCAAGGGGAATCACAGCCCATARATGTACTGCACCTTCTGTACTACAGGAGCAARAACCTGAAGCTGCTTCCAAGG(
235 244 253 262 21 280 289 # 298 307 316 334 343
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o2 i .:r:::—.:z;:==;,;=:,= il i ;»::::
TETGGACACTTGGCACGCAGGGC TAGAGCGCCAATGEGTATATGAGC GEGEC TCTGGGGEGT TAT GAART A GCAAADCAGAC TGGTGE TGTCACAGC CCACT ACCRERC ECTTCTTG
352 361 370 379 388 397 406 415 424 433 442 451 46
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GAATTGCTGCATCGCCAGAAACGCACACAGATGGT TTGGCCTTCACGTACCGTTATGGGC TGCTTARTAGGGARADAGGATGGGARARACCATGAGAACATCCCAGGAGAGTGAG
) 469 478 487 496 505 514 523 532 541 550 559 568
1084 »
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: .,E,E_::P.,,»E,»,,,,,_»»,_.,,,.,:..E. oWl A _
PCTCTGCGGACGGATACTCAGAGTGATGTCC TGATAAAGCACAGTCTCAAAGTAGCCGGCAAAGC CATGTAGTACTGTGTTCACCTCCACAGGAAATTCCAAGGTGCAATAG
577 586 595 604 613 622 631 640 649 658 667 676 68
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