Genome Network Project_Full —Length cDNA clone Gene Engineering Division RIKEN BRC

RIKEN_Clone_ID : IRAL0O19K10 Lot#: 7566_B4Ac
Vector : pPDNR-LIB Gene CART1
Accession No. BC010923.1 1326 bp
cDS 981 bp
@ Plasmid DNA purification
Date : 2024/01/15 Culture : LB (25 ug/ml Chloramphenicol) 5 ml —> at 37 deg C over night
Date : 2024/01/16 Purification : QIAGEN Miniprep kit —=> dH,O 100 ul

@ Digestion by restriction enzyme/Concentrarion calibration
Date : 2024/01/16

DNA concentration (O.D.): 273 ng/ul
< Size of fragment expected from this clone >

DNA 035 ul
Enzyme (EcoRI+ Xhol ) 0.5+ 0.5 ul EcoRI 5.3 kb
Buffer H 1 ul Xhol 5.3 kb
dH,0 7.65 ul EcoRI + Xhol 3.9kb (Vector) 1.4 kb
Total 10 ul
Erectrophoresis : 1% agarose gel, 1x TAE Buffer DDB @6 gll\]/l::::r
Marker : 2-Log DNA Ladder (NEB#N3200L) @gEcoRI
(kb) @:Xhol
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@ Adjust plasmid DNA solution to 25 ng/ul
Date - 2024/01/19

@ Confirmation of the insertion sequence DNA (273 ng/ul) 84 y|
10x TE 92 ul
Date : 2024/01/18 dH,0 742 ul
Total 917 ul
Primer A T7 long
Primer B M13 Reverse @ Shipping
Primer C poly(A) region primer #0
List of http://dna.brc.riken,jp / Conc.: 29 n 2, Volume: 4 2
Sequencing /en/GNPclone3en.ht
Primers ml Conc. : _ng/u Q,  Volume : ue
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Gaps
0/496(0%)

Identities
496/496(100%)

181

241

Expect
0.0()

[
You

Sequence ID: Query_4997382 Length: 584 Number of Matches: 1
[

Range 1: 89 to 584
CDS:ALX homeobox 1 [ 98
Query

CDS:ALX homeobox 1 [
Query

Shjct

CDS:ALX homeobox 1 [
Query

CDS:ALX homeobox 1 [ 78
Shjct

CDS:ALX homeobox 1 [ 58
CDS:ALX homeobox 1

CDS:ALX homeobox 1
CDS:ALX homeobox 1
Query
Shjct
Query
Shjct

Score

917 bits(496)
Features:
CDS:ALX homeobox 1 [
Query

Shjct

Query

Shjct

Query

Shjct
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Shjct

Shjct
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Sequences producing significant alignments:

Descri

Blast 2 sequences

piens ALX homeobox 1 (ALX1),...

Job title: NM_006982:Homo sa

RID U9EH2BMR114 (Expires on 01-16 11:52 am)

Query ID NM_006982.3
Description Homo sapiens ALX homeobox 1 (ALX1),

Accession

Query E Per.
Cover

Total

Max

Description

BC010923.1
Description Homo sapiens ALX homeobox 1, mRNA

Subject ID

Ident

value

Score

Score

(cDNA clone MGC:13497

mRNA

Molecule type nucleic acid
Query Length 1332

Homo sapiens ALX homeobox 1,

2394 97% 0.0 100.00% BC010923.1

2394

mRNA (cDNA clone MGC:13497
IMAGE:4278460), complete cds

See details

Molecule type nucleic acid

IMAGE:4278460), complete cds
Subject Length 1326

gnments

Homo sapiens ALX homeobox 1, mRNA (cDNA clone MGC:13497 IMAGE:4278460), complete cds

Sequence ID: BC010923.1 Length: 1326 Number of Matches: 1

=

Program BLASTN 2.15.0+

Graphic Summary

See 1 more title(s)
Range 1: 5 to 1300

Distribution of the top 1 Blast Hits on 1 subject sequences

Color key for alignment scores
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A% Blosgl/ls?t%ms 7566_IRALO19K10_B4Ac_T7long_G02_20_ABI24 Inst Model/Name 3500/3500 Instrument
7566_IRAL019K10_B4Ac_T7long Jan 17,2024 09:58AM, JST

S/N G:303 A:555 T:305 C:490 Frimer A:T7long KB_3500_POP7_BDTv3.mob Gray line indicates quality value | 0425004 10:04AM, JST
KB.bcp 5 OGOCAAGCTOTAATACGACTCACTATAGGG & Pts 1733 to 12383 Pk1 Loc:1710 (QV) <40, Spacing:10.89 Pts/Panel1350
KB1.4.1.8 Cap:20 Version 6.0 HiSQV Bases: 757 Plate Name: 20240117_GNP
CAACG CG ACG CIG (CG ACG ICCG AGCGCAGCG EIGTCAG TG 26 CG AGG AAGICGGCCGCATAACTTCG TATAGCATACATTATACG AAGTTATCAGTCG ACGG TF\CC‘
1 9 17 25 33 41 49 Iatl ) Sall KDHI
loxF
974
487
0

GGACATATGCCCGGG AATTCG GCCATTACGGCCGGGG AGGATTATGGAGTTTCTGAGCGAGAAGTTTGCCCTCAAGAGCCCTCCGAGTAAAAACAGTGACTT TTACATGGG
Mde] _” EcoRI 129 137 145 153 161 169 177 185 193 201 217
BC010923.1(

vector

974

1.
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CGCAGGAGGTCCTCTGGAGCACGTTATGGAGACGCTGGACAATGAGTCCTT ITTACAGCAAAGCGTCTGCAGGCAAATGCGTGCAGGCCTTCGGACCCCTGCCCCGCGCCG AGCA
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A% B|os pplied 7566_IRALO19K10_B4Ac_M13reverse_H02_23 ABI24 Inst Model/Name 3500/3500 Instrument

YStems Primer B - M13 Reverse 7566_IRALO19K10_B4Ac_M13reverse Jan 17,2024 09:58AM, JST
S/N G:164 A:352 T:318 C:290 KB_3500_POP7_BDTv3.mob Jan 17,2024 10:24AM, JST
KB.bcp 5 AAACAGOTATGACCATGTTCA S Pts 1748 to 12478 Pk1 Loc:1725 Spacing:10.9 Pts/Panel1350
KB 1.4.1.8 Cap:23 Version 6.0 HiSQV Bases: 632 Plate Name: 20240117_GNP
GCGCA GG ACGCG CG C AACG A TGGTCTAG AAAGCTTCTCG AGGGCCGAGGCGGCCGACATG TTTTTTTTTTTTTTTTTTTTTTTTTTTTTTGTTTAACACAT TTATT
1 9 17 “bal Hindll whol - 49 65 73 81 89 97 105
vector BC010923.1(-1326)

1104

S O TN g L et

CTTTAATAAGTTGCGTGATCATATTTCATTGACTTG  TACAAT AGAAAAAGAAAACCT TACTACTAAAACAGGGTTTGTGGAGACTGGCACATGGTAAACCTATTTAGTCTTT
113 121 129 137 145 153 161 169 177 185 193 201 209 217

1104

o< oottt et N m» W Mh.ﬂu‘hﬂbl A

TCAGAGGTTCATTCTTAGATTTTAATGTTAAATAACAACTATTCATT TAAGCTGGTCTCACTG ATCTTGACCTT TAGCAATTCCACACACAGCAGCTTATTGTGGTATCCT]]

225 233 241 249 257 265 273 281 289 297 305 313 321 329
1104
e e AuAuAuh e A il
2 A A A A A A A A A A e W W ANV
TTAAATATGAGAAATAAGAATGTTTAACTTTGCTATTAAAAGAAAAATAAAAGAGTACTGTATGTTACATGGCCCATGAAATATTGGCGGTGTGCTCCTTGGCTTTCAT TCGAAGA
337 345 353 361 369 377 385 393 401 409 417 425 433 441 4
1104
‘ i N o
WV hg.m.AA P A Au A AV Vi
ACTGCGATACTGGAAGACCTCCTTTCAAACTCTGGCTTTGTTTCAAATGCATGTCCATTGGTTGCCCCAGTAAGAAGAGAGTCAGTGAALAAAATTGT TGAGGGGCACGTGGC
49 457 465 473 481 489 497 505 513 521 529 537 545 553 5
1104
o MMV Ml ) M W) N
O ».‘AA_AA‘AAAAA -LA;‘-L‘L Au\ -AMAA.A ,»Am.sm‘m« AAAAAAAAA.“A .‘“A.,,._, AAA“L“J.AAAAA‘ “ A A“A‘ ».A:
TGAACTGGTTCTGGTGGTTTGAAAACCCCGTGTAACTGGAATCTGTCCGAGGCGAGTGAGAATAAGGTGTCATACAGGAGGAAGTGTCACGTGGTAACATGCAT GA A
51 569 577 585 593 601 609 617 625 633 641 649 657 665
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