Genome Network Project_Full ~Length cDNA clone Gene Engineering DivisionRIKEN BioResource Center

RIKEN Clone_ ID : IRALO11N20 Lot#: 7566_ABB5
Vector : pOTB7 Gene ARRB1
Accession No. | BC003636.2 1965 bp
cDS 1257 bp
@ Plasmid DNA purification
Date : /f0206 Culture : LB (25 ug/ml Chloramphenicol) 5 ml —> at 37 deg C over night
Date : /f0207 Purification : QIAGEN Miniprep kit —> dH,0 100 ul

@ Digestion by restriction enzyme/Concentrarion calibration

Date : /?UZU i

DNA concentration (0.D.): (3 ng/ul
< Size of fragment expected from this clone >
DNA ul
Enzyme (BamHI +Bglll ) 0.5+ 0.5 ul BamHI 3.5, 03 kb
Buffer H 1ul Bglll 2.4,1.0,0.3, 0.1 kb
dH,0 ul BamHI + Bglll 1.6kb (Vector) 1.0,0.5, 0.3, 0.3, 0.1kb
Total 10 ul =
=
Erectrophoresis : 1% agarose gel, 1x TAE Buffer 5 T o %
Marker : 2-Log DNA Ladder (NEB#N3200L) = é & &

@ Adjust plasmid DNA solution to 25 ng/ul
Date : /202 -2/

@ Confirmation of the insertion sequence DNA ( 63 ng/ul) ({5 0 ul
10x TE /6.3 ul
Date : [§02 |4 dH,0 J2.5 ul
: Total /63.8 ul
Primer A pOTB7_F
Primer B pOTB7R @ Shipping
Primer C B

List of http://dna.brc.riken,jp |!iConc. 25 ng/ Ul Volume: 4Q_U 2

Sequencing /en/GNPclone3en.ht

Primers ml Hempﬁ-ﬂ—‘vms—-'ﬂ‘ﬂ-
= - .

APPROVED BY :
http://dna.brc.riken.' Arrdexhtmi




Qs I?igggl(lsetdems IRALO11N20_1_A8B5_pOTB7_F_A03_03_ABI24 Inst Model/Name 3500/3500 Instrument
' IRALO11N20_1_A8B5_pOTB7_F Feb 14,2018 10:16AM, JST
SIN G:94 A:143 T:115 C:208 Primer A pOTBT-F KB_3500_POP7_BDTV3mMob  Gyau line indicates quality value Feb 14,2018 1031AM, JST
KB.bcp ) L Pts 1903 to 8706 Pk1 Loc:1871 Spacing:10.37 Pts/Panel1350
KB1.4.18 Cap:3 5 AACGCGGCTACAATTAATACATAACC 3 Version 6.0 HiSQV Bases: 709 (QV) < 40. Plate Name: 20180214_GNP
‘ y cCcAC G T THRETARC ! GCAGGCTTGT? CGACGGCCAEG T CTAT CGGTCCTAAGGTAG!
Vv
1 11 23 3 41 attBl 61 Mi\?fﬂi 81 91 101
% V\A/\/\/\[MN\/\A A M
0 Vi AWy ANA AN WA AN WA
CGAGGCCTGGGTGGCG TTC|IGGC CG'GGCCGCGC"‘CC”‘CCTGCTGGCTGGGG TTTTCCAGC CTGGGCGC TG ACGCCGCGGACCTCCC TGCGACCG TCGCGG ACCATGGG |
0. E1: 121 ECORI 1B1 141 181 191 201 211 22k
BC0OQ3(34. 2
o WA TR A /W\A/\N\MV\/\/\ A/J\ o pnannl oy
o W i MWMMWM A/\N\AAN\ A AMPANAMAAANAAAAM P AA An/AAAAAAA A
CGACAAAGGGACCCGAGTIGTTC .GGCCAGT LAATGGAAAGC TCACCGTCTACCTGGGYE GCGEEGC ACTTTIG TG CACCACATCGACCTC GTE G ACE CTG TGEGATGETGT G4
231 241 251 261 281 291 301 311 321 3.
2 b oanal ot /\AAA /\ANV\A/\!\M\/\/M\/\/\N\ e ot oo
o Wi \Wi A AN WAAAANAAAA 0 AN MV Al i
sTCCTGGTGGATCCTGAG TATCTC CAGCGGAGAGTCTATGTG ACGC TG ACCTGCGCCTTCCGC TATGGCCGGGAGGACCTGGATGTCCTGGGCCTGACCTTTCGCAAGG ACH
341 351 361 | 381 401 111 421 431 441 49
o ol il f\/\/\/\[\/\/\/l[\/\/}/\/\/\/\/\f\f\/\/\/\/W\A/\/\/\f\N\/\[\ N\/\/V\m/\/\/\/\/\/\/\/vww\/w\/\/vw
: MV /\m\/\/\A
STGTTTGTGGCCAACGTACAGTCGTTCCECACECGGLCCELCCGAGGAC GCCCCTGACGCGGCTGCAGG L CGE BT CAT € GCTGGGCGAGCACGC TTACCCTTTC
1 461 471 481 491 501 511 521 531 541 551 56
- V\/\/\/V\/\/\/\N\A/\/vy\mmd\/\f\/v\fw
0 _ A AV ;
CCTT I6 AGATCCC TCLE CeT TCE TGTTCTGTG' CACTGCAGCCGGGGCCCG A 2AG ACACGG GG GGCTTGCGGTGTGG
iy 571 581 581 601 611 621 631 641 651 661
991
0 oI I Y00 N ene A o000 ol
671 681 691 701 711 721 731 741 751
991
0
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Inst Model/Name 3500/3500 Instrument
Feb 14,2018 10:16AM, JST

IRALO11N20_1_A8B5_pOTB7_R_B03_06_ABI24
IRALO11N20_1_A8B5_pOTB7_R

S/N G:158 A:247 T:185 C:349 Primer B: pOTB7-R KB_3500_POP7_BDTv3.mob y : entens . Feb 14,2018 10:31AM, JST
KB.bcp 5 GTACTGCAGCCGATTCATTAATGE 3 Pts 1902 to 8706 Pk1 Loc:1870 Ry Mne: iadicses quality walus Spacing:10.27 Pts/Panel1350
KB 1.4.1.8 Cap®b ) ’ Version 6.0 HiSQV Bases: 695  (QV) < 40. Plate Name: 20180214_GNP
TECTACGAC T T TG TAC G GCTGGGTCAGG AAACAG CTATG CC 6 TS CCAT TTCAT TACCY
1 [l 21 31 41 31 a_ttBl 61 Tl ﬁll:_]rev 1]%-11 Scel
| 733
o WWMMMMMMWMMWAWM
PETIT CTECECRACDOG ACATAG 216 C ETC GAGITTTTTT.TT T'TTE T TTT TTCCY G EGE TECTALG ACTTTGREE CATCACTATCAGACACAG AGGG ACATCAGGTGGGGAGYH
1 121 131 Xhaj_l oall I 80003‘3‘ Z(N]%g,) 171 181 191 201 211 221
\ | \ Il
0 muummmmnnm..n MRV A WA AR e A e [N e AL
IAGGGTG AAGGCAG ? GGTCTTTGGTGGGTCAG AACTT CF . G GCATTG AGAATCT GTCCACAG TTCTGECECC T'"CCCAGUCAGARAGGAGGTGGHECCTTCI CGCGGTCATCTTT
231 241 251 261 271 281 291 301 311 321 331
733
0 .hhﬂ.m‘mhllmuhA“AAAAJMMAMMMLMAlAf.humm;\uAAAA““M“AAA_uuhtnlhhﬂuhmunhmn
TAGCTGCCAGAACTTTGTT CCACC TCE GG ACCGE TEGG ACATC TTCTCTCG TG TC TTC AGCCETCATCCCCACCCC TCCAAGC CCTEATGEC CACCACACCGE TG TECCCACATT CY
341 351 361 371 381 391 401 411 421 431 441 45
733 l ‘
0 AN PAMAMAAAAAARALL uhmhhuuuuuulmumLAumnmuumulm VANARAAAR AR
FCCATCCTCEQCQETGTECTECTECECAT ECTCRAAGT L1 TTee CGGCCAGAGCCCTGGCAGC TTTTCTGGGAGACAGCATG A GG AGGGGAGT GGAGATGGCAGAGATH
1 461 471 481 491 501 511 521 531 541 551
733
0 A AATA AATAAYA AAY
5GGGTGGAGCCAGTGC GCTGTGGTCCTGTTGGCGTG 1
561 571 581 591 601 611 621 631 641 651 6
733
0
61 671 681 691 701 Tk e 731 741
s
0
51 76l 771
733

0
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