Genome Network Project_Full ~Length cDNA clone

RIKEN clone ID: IRALO11B18

Vector : pOTB7 Gene RASD2
Accession No.] BC013419.2 | 3049 bp 1..3049
cDS 801 bp 208..1008
@Plasmid DNA purification
Date : |20%05 Culture :LB (25 ug/ml Chloramphenicol) 10 ml —37°C O/N

Date : (203%0( Purification : QIAGEN Miniprep kit—dH,0 100 ul

@Digestion by restriction enzyme / Concentrarion calibration

Date : {20%0(

DNA concentration (O.D.): |43 ng/ul

DNA il
Enzyme (BamHI+Bgl II) 0.5+0.5 ul
Buffer H 1 ul
dH,0 7 ul
Total 10 ul

Erectrophoresis: 1% agarose gel, 1 X TAE Buffer

Marker: 2-Log DNA Ladder (NEB#N3200L)
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{Expected digestion pattern from BC013419 >

1615, 1446, 882, 755, 152 bp

@ Adjust plasmid DNA solution to 25 ng/ul ~preparation for shipping~

Date : (203 o8 Shipped : 25 ng/ul, 40 ul

lFinaI concentration: 25 ng/ull

DNA ({48 ng/ul 83
10xTE 494, | ul
dH,0 359.3 ul

Total G, ¢ ul
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W_Om<mﬁm-=m IRALO11B18_pOTB7_F_E05_14 Inst Model/Name 3500/3500 Instrument
IRALO11 wq 8_pOTB7_F Mar 07,2002 01:39PM, JST
S/N G:1173 A:726 T:527 C:848 KB_3500_POP7_BDTv3.mob E Mar 07,2002 02:05PM, JST
KB.bcp Pts 1259 to 12179 Pk1 Loc:1236 Spacing:10.86 Pts/Panel1350
KB 1.4.1.8 Cap: 14 - ‘ - Version 54 HiSQV Bases: 935 Plate Name: 20120307 _mix
(AATC /CA TACG AT TTAG GTG ZCAC TA TA G AACTCG AAG G AT CCACAAG TTT GTACARA \AGCAGGCT TGTAAAAC GACGGCCAG TAACTATAACG GTCCTAA GGTA G
1 10 19 28 37 46 55 64 73 82 91 100 109
attB1
1266
633 ER R R VAP wh <, K
CGAGGCCTGGGTGG ICGGCACGAGGIG TCCCTTGCGCCTCCTTGCCCGGCCGCGCCCAGCCCGGCGTCCCGAGCAGCGCAGGG GAGGATCCCCGCGCAGTG ACCCG GG
118 127 136 145 154 163 172 181 190 199 208 217
EceRL vector msert
f
N 5 w/ [
VA % 53/?2/25?%;2%
I ! \
GCCACCACAGACTCTGGGAGGCTCGGCG GCTGGAGCAGCAGGCAGCTCCCCGCAGCTCCCGGCGC TTCCAGGCAGCTCTC TGAGCC GTGCCAGAGGCCCGGCCCGCCATTC CC
226 235 244 253 262 271 280 289 298 307 316 325 334
1266
§§ il i?i%i <<§§>>\<<<>>>§ A
GCCCCGAGCCATGATGAAGACTTTGTCCAGC GGG AACTGCACGCTCAGTGTGCC AAAAACTCAT \TGGTGGTGCTGGGTGCC TCTCGGGTGGGCAAGAGC TC
343 352 361 370 379 388 397 406 415 424 433 442
1266
0 %§§§%§§z§§§§ ?éi%%%é???g%é?ég
B \TCGTGTCTCGC TTC CTCAATGGCCGCTTTGAGGACCAGTACACACCCACCATCGAGGACT TCCACCGTAAG GTAT CATCCGCGGCGACATGTACCAGCTC rcc
151 460 469 478 487 496 505 514 523 532 541 550 559
1266
?3%? Mgy §§z§€£§% /) I\
o Yy g e é?éﬁ? NN
'GGATACCTCTGGCAACCACCCCTTCCCCGCCATGCGCAGGC TGTC CATCCTCACAGGGGATGTCTTCAT CCTGGTGTTCAGCCTGGATAACCGGGAGTCCT TCGATGAGG]
568 577 586 595 604 613 622 631" 640 649 658 667
1266
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Applied

W_Om<mﬁm3m IRALO11B18_GNP21_G05_20 Inst Model/Name 3500/3500 Instrument
IRALO11B18_GNP21 Mar 07,2002 01:39PM, JST
S/N G:492 A:287 T:248 C:289 KB_3500_POP7_BDTv3.mob ; Mar 07,2002 02:05PM, JST
KB.bcp Pts 1247 to 12229 Pk1 Loc:1224 Spacing:10.92 Pts/Panel1350
_Aw 1418 Cap: mo Version 5.4 HiSQV Bases: mmm o Plate Name: mo\_mowo.wl_dwa
[ G T TITTTG A'AG TG TICACG G AG ITCCATG G TGGCGGGGC TG TG CC TG GG TG AGAGCGGGCCACACACCGG TGCAGCCAAGGTACCTG G TCTGC TCAG AAGG C TCAG
1 \ﬁ 11 21 31 41 51 61 71 81 91 101
756
378.
o . 2 , AR NSAAAY ; ) / ‘,.5>><,</>\<5> / k V VL
GCAGTGGGTGGG GAAG GGG ACAG AGGCAGGG TTG GAGCTGC TGCTTTGAGCACAGAC GCAGGCAGGGG CCAAGGCTGGG GTGCAGG TGCAGG TATGCAGAGC TGGGGC T GG
111 121 131 141 151 161 171 181 191 201 211
756
378
AGCATGTGTACATCTGTGTG TACATCTGTGTGTAC TTGTATATACAT GG GCATGGTGTACACAATATCTACAGGGACCCTCACAGACTGATCTAGGGAGAGGGT TGAGGACH
221 231 241 251 261 271 281 291 301 311 321 331
756
378
0w WA AL/ N ANAAAAL AN/ Al \ u
\TGTCCCAAAGCCCTGAAGGCCCCAGGGGC CAAG CATCAAGAGAGGGAGCACATC GTG GTAT GTAC TGAATGCCCAGTGCTAGCTTGCTTCTGCCACCCACAGACT TGCTGTG
341 351 361 371 381 391 401 411 421 431 441
756
378
10 <<</>\<§,\§>>>\<<§>>>\<<§>>>>>>>>>>2<<s>\i</>>>>\<<<<,>E>>>>R<52,>>>>\§>>>>\>>\</>>2<<<<<<<<<<<<<<§>>>\<</>\<<§
TGACCTGGAGGAAGTTACTTACCCTC TCTG CTCAGAAAGACCCAATAGAAGATCACTAAGGTTCCTTAGGGCCCT CTTCAATATGTTTA GAGAGATT T
451 461 471 481 491 501 511" 521 531 541 551
756
378
0 >>>>>D>>\<,\<<<<<<<<<§>>\<<<>R/><<<<<f\<5>\<<<<<<</>>>>\< <<<<<<§><<<<§>>\</>\<§>\<<<<<,?<<<<<<<<<.§\<,\.<<§<<<<<<<<<
] TACTTGTTAAGAGCTGATGACAAGGGC CTTTGGT TTATGGGT TCAAAACCCACCATGCCTGAGTACATGGTGGTACCCAGCATAG CCCAATCCCGGGCACAAGG AGA
561 571 581 591" 601 611 621 631 641 651 661 6]
756
37e
0 YWYV AN WA ANV ANMAM AN AAAMAMNANAAN L A ANACANAAAAANN
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