
GenOme Network ProiectFull― Length cDNA clone

RIKEN clone lD:IRAL009P10
Vector:pOttB7

Accesslon

● Plasmid DNA purification

Date i i10叶 12      Culture:LB(25 ug/ml Chloramphenicol)5 ml → 37°C O/N

Date i liC413     Purlfication:QIAGEN Miniprep kit‐ →dH20 100 ul

●Digest:on by restriction enzyme/Concentrarion ca‖ bration

Date: |IC牛 i3

DNA concentration(0.D.): 9+、 37  ng/ul

DNA l  ul

Enzyme(BamHl+Bgl Ⅱ)

Buffer H

dH20 r7ul

丁otal

Erectrophoresis: 1%agarose gel,

Markeri 2-Log DNA Ladder(NEB#N3200L)

kb

50→

30-→

78=
10-→

05-→

くExpected digestion pattern from BC003133.1〉

01411491,1015.1101 0p… ………………………………………

●A司ust plasmid DNA solution to 25 ng/ul ～preparation for shipping～

Date://θ グ/S   shipped:25 ng/ul,40 ul

Final concentration:25n3/ul

DNA(q十、37 ng/ul) g/θ  ul
10 X TE 3′ 6  ul

/9孝、2  ul

05+0.5 ul

l ul

← 40

← 12

10 ul

l× 丁AE Buffer

ー
) ]

ζE Kb

dH20

Total
3クag ul



System:System l

IResu趾
::RAL009P10_poTB7 F.A02110415135M

Operatorl l.110415,furul

instrument:System l(Ver.9.0.25)|
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I PrOiect:GNP                               System I System 1                        0perator:1,110415,furu

lSamp:e::RAL009P10_pOTB7_R.B02_110415135M                                      :nstrumenti System l(Ver.9.0.25)|
IResu:t ::RAL009P10_pOTB7_R.B02_110415135M                                                                     I
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BC003133 vs IRAL009P10 pOTB7 F.A02 110415135M  A■ ignment

[ GENETYX : Homo■ ogy Data ]

Date : 2011.04.18

20■ 1/04/18 10:06:00

Unit Size to Compare = 6
Pick up Locc―ttiOn No. = 1

Query Range: 1 - 565
Sbjct Range: 134 - 704
57■  bp′  INToScore: 1874′  OPToScore1 2134
1dentity: 556 / 57■  (973)
Strand: P■ us / P■ us

Query  l    CTCCTCGGGG TGCTCGGCTC CCTCCCACCT AGGCCGGCCC CGGCCCGACT CGCCCTCAGA  60
1111111111 1111111111 1111111111  1111111111 1111111111 1111111111

sbjct  134  CTCCTCGGGG TGCTCGGCTC CCTCCCACCT AGGCCGGCCC CGGCCCGACT CGCCCTCAGA  ■93

Query  61   AACTCACTGT TTGGGGCTGC GGACTTTCTC GTCGTGCCCC ACAAAAGTAA AGCTTGGGGA  120
1111111111 1111111111 1111111111 1111111111 1111111111 1111111111

Sbj ct  194  AACTCACTGT TTGGGGCTGC GGACTTTCTC GTCGTGCCCC ACAAAAGTAA AGCTTGGGGA  253

Query Seque■ ce
Fi■ e Name
Sequence Name
Sequence Size

Target Sequence
Fi■ e Name
Sequence Name
Sequence Size

Query  121  CCTGGGGGGA GCCGGAAGTA
IIIIIIIIII IIIIIIIIII

Sb」 ct  254  CCTGGGGGGA GCCGGAAGTA

Query  18■   GGCCGTCGGT GGCAGAGACC
IIIIIIIIII IIIIIIIIII

Sbjct  314  GGCCGTCGGT CGCAGAGACC

Query  241  GGAGGAGCCT GACAGCTTGG
IIIIIIIIII IIIIIIIIII

Sbjct  374  GGAGGAGCCT GACAGCTTGG

: BC003133
: 3702

: IRAL009P10 poTB7 F.A02 110415135M
: IRAL009P10_poTB7_F.A02_■ 10415135M
: 704

Query  301  TATTGTCGGG
IIIIIIIIII

sbj ct  434  TATTGTGGGG

Query  361  CATCCCATCT
IIIIIIIIII

Sbj ct  494  CATCCCATCT

Query

Sbjct

Query

SbJCt

42■  GCTTCAGGAA TACAATGTTG
IIIIIIIIII  IIIIIIIIII

554  GCTTCAGGAA TACAATGTTG

480  ACACTCA― CC TCCCTTC― TG
IIIIIII II IIIII I  II

614  AGACTCACCC TCCCTCCTTG

GCCCAGATGA
IIIIIIIIII
GCCCAGATGA

GAAAAACAAC
IIIIIIIIII
G… CAAC

TCGCTTCGAG
IIIIIIIIII
TCGCTTCGAG

TGTCGGCCAT
IIIIIIIIII
TGTCGGCCAT

AGGTGTTGGT
IIIIIIIIII
AGGTGTTGGT

ATGTAAAAGA
IIIIIIIIII
ATGTAAAAGA

GGCTCATTTA
IIIIIIIJII
GGCTCATTTA

GGGGAAAGGT
IIIIIIIIII
GGGGAAAGGT

GGGCATC― TT
II IIII JI
GGCCATCTTT

GTACTCGGGG
IIIIIIIIII
GTACTCGGGG

ATCCCCAAAT
IIIIIIIIII
ATCCCCAAAT

GGAGCCTAAT
IIIIIIIIII
GGAGCCTAAT

GAAGACCTTG
IIIIIIIIII
GAAC」ACCTTG

GTTTAAGGAG
IIIIIIIIII
GTTTAAGGAG

CCAGGGACGA
IIIIIIIIII
CCAGGGACGA

TATCCACCTG
IIIIIIIIII
TATCCACCTG

CTCGGA― CGG
IIIIII III
CTGGGACCGG

G 565
|

G 704

ACTATCGGGG
IIIIIIIIII
ACTATCGGGG

GATAGTACCA
IIIIIIIIII
GATAGTACCA

GACTCTCコ VA
IIIIIIIIII
GACTCTCAAA

CACATTGCTG
IIIIIIIIII
CACATTGCTG

GTTCTCCAAG
II IIIIIII
GTCCTCCAAG

GTGGAAC― GG
IIIIIII II
GTGGAACGGG

GGTCTGCCTC
IIIIIIIIII
GGTCTGCCTC

AAACGGAAGT  180
1111111111
AAACGGAAGT  313

GTACCGCTGT  240
1111111111
GTACCGCTGT  373

CTCGTACCTT  300
1111111111
CTCGTACCTT  433

CCTCTGTCAG  360
1111111111
CCTCTGTCAG  493

ATGATAAGAA  420
1111111111
ATGATAAGAA  553

GCTCCTCCTC  479
1111111111
GCTCCTCCTC  613

AGCCACTCAT  535
1 111 1

CACCCCTCCT  673

Query  536  GGTGGGGG―A TCCCCCCCTG
IIIIIIII I I IIIIIIII

Sbj ct  674  GGTGGGGGAA TTCCCCCCTG

1



BC003133 vs IRAL009P10 poTB7 R.B02 1104■ 5■ 35M  A■ ignment

[ GENETYX : Homo■ ogy Data ]

2011/04/18 10:09:05

Date : 2011.04.18

Query Sequence
Fi■ e Name
Sequence Name
Sequence Size

Target Sequence
File Name
sequence Name

BC003133
3702

1RAL009P10 poTB7 R.B02 110415135M
IRAL009P10_pOTB7_R.B02_1■ 0415135M (comp■ ement)

sequence Size    : 722

Unit Size to Compare = 6
Pick up Location No. = 1

Query Range: 3121 - 3702
Sbjct Range: 1 - 582
584 bp′  INT.Score: 1788′  OPToScore1 2272
工dentity: 580 / 584 (992)
Strand: P■ us / Minus

Query  3121  AACAACAGCA GAAGAGGCCA TGTCCCGAGG TCCACCTCCT CCTCCTC.AGG GGGGCTCCCG  3180
1111111111 1 11111111 11111111 1 1111111111 1111111111 1111111111

Sbj ct  l     AACAACAGCA G― AGAGGCCA TGTCCCGA― G TCCACCTCCT CCTCCTGAGG GGGGCTCCCG  58

Query  3131  GGATGAACAG GATGGAGCTT CACCTGAGAC AGAACCTTGG GCAGCTGCAG TCCCCCCAG-  3239
1111111111 1111111111 1111111111 1111111111 1111111111 111111111

Sbj ct  59    GGATGAACAG GATGGAGCTT CAGCTGAGAC AGAACCTTGG GCAGCTGCAG TCCCCCCAGA  l18

Query  3240  AATGGGTCCC TATTAT― CCA GCAGGACATT CAGACCCAGC GGAAGGTGAA ACCGCAGCCC  3298
1111111111 111111 111 1111111111  1111111111 1111111111 1111111111

Sbj Ct  l19   AATGGGTCCC TATTATCCCA GCAGGACATT CAGAGCCAGC r」 GAAGGTGAA ACCGCAG03C  178

Query  3299  CCTCTGAGTG ATGCCTACCT CAGTGGTATG CCTGCCAAGA GACGCAAGAC GATCCAGGGT  3358
1111111111 1111111111 1111111111 1111111111 1111111111 1111111111

Sbj ct  179   CCTCTGAGTG ATGCCTACCT CAGTGGTATG CCTGCCAAGA CACGCAAGAC GATGCAGGGT  238

Query  3359  GAGGGCCCCC AGCTGCTTCT CTCAGAGGCT GTGAGCCGGG CACCTAAGGC AGCCGGAGCT  3418
1111111111 1111111111 1111111111 1111111111 1111111111 1111111111

Sbj ct  239   GAGGGCCCCC AGCTGCTTCT CTCAGAGGCT GTGACCCGGG CAGCTAAGGC AGCCGGAGCT  298

Query  3419  CGGCCCCTGA CGAGCCCCGA GAGCCTGAGC CGGGACCTGG AGGCACCAGA GGTTCAGGAG  3478
1111111111 1111111111 1111111111  1111111111  1111111111 1111111111

Sbj ct  299   CGGCCCCTGA CGAGCCCCGA GACCCTGAGC CGGGACCTGG AGGCACCAGA GGTTCAGGAG  358

Query  3479  AGCTACAGGC AGCACCTCCG GTCTGATATA CAAAAACGAC TGCAGGAAGA CCCCAACTAC  3538
1111111111 1111111111 1111111111 1111JIIIII  IIIIIIIIII IIIJIIIIII

Sbj ct  359   AGCTACAGGC ACCAGCTCCG GTCTCATATA CAAAAACGAC TGCAGGAAGA CCCCAACTAC  418

Query  3539  AGTCCCCAGC GCTTCCCCAA TGCCCAGCGG GCCTTTGCTG ATGATCCTTA GCTCTTTGCT  3598
1111111111 1111111111 1111111111  1111111111  1111111111 1111111111

Sbj ct  419   AGTCCCCAGC GCTTCCCCAA TCCCCAGCGG GCCTTTGCTG ATGATCCTTA GCTCTTTGCT  478

Query  3599  CTATGGCCCT TCCTCATCAG GGGACCGTTT CCCCCCTCTT CCTTCACAGT ATTTAAGAAA  3658
1111111111 1111111111 1111111111  1111111111 1111111111 JIIIIIIIII

Sbj ct  479   CTATGGCCCT T_‐ CTCATCAG GGGACCGTTT CCCCCCTCTT CCTTCACAGT ATTTAAGAAA  538

Query  3659  TAAAAGTCGG ATTTTTCTGG CAAAぶ ♂♂酬  AAAAAAAAAA AAAA  3702
1111111111 1111111111 1111111111  1111111111 1111

Sbj ct  539   TAAAAGTCGG ATTTTTCTGG C…  
…

 AAAA  582

1


