Genome Network Project_Full —-Length cDNA clone Gene Engineering Division RIKEN BRC

RIKEN_Clone ID : IRALO09F10

Vector : pOTB7

@® Plasmid DNA purification

Date : /«9’0%/0

Date : /«?OIIL//

Lot#: 7566_A8D6

Gene UBAP2L
Accession No. BC003170.1 3889 bp
cDS 3264 bp

Culture : LB (25 ug/ml Chloramphenicol) 5 ml —> at 37 deg C over night

Purification : QIAGEN Miniprep kit —> dH,O 100 ul

@ Digestion by restriction enzyme/Concentrarion calibration

Date : / 50 L/'//

DNA concentration (0.D.): /35 ng/ul

¢ Size of fragment expected from this clone >
DNA O7 ul
Enzyme (BamHI + Bglll ) 0.5+ 0.5 ul BamHI 4.6, 1.0 kb
Buffer H 1 ul Bglll 3.1, 2.5, 0.02 kb
dH,0 7.3 ul BamHI + Bglll 1.6kb (Vector) 3.0, 0.9, 0.1, 0.02 kb
Total 10 ul

Erectrophoresis : 1% agarose gel, 1x TAE Buffer

Marker : 2-Log DNA Ladder (NEB#N3200L)

@ Confirmation of the insertion sequence

Date : /{0 %3
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Primer A pOTB7_F
Primer B pOTB7_R
Primer C -
List of http://dna.brc.rikenjp
Sequencing /en/GNPclone3en.ht
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@ Adjust plasmid DNA solution to 25 ng/ul

Date /,Pﬂ ?/é

DNA (/75 ng/ul) 5.0 ul
10x TE #5.9 ul
dH,0 728.1 ul
Total 459.0 ul
@® Shipping

I!iConc. - 25 ng/u 2. Volume : 4Q_u Q
H@MW”_—H-Q—

APPROVED BY :
http://dna.brc.riker‘u._ip/[ndcn.htu..I




d éigspysetgms IRALOOSF10_A8D6_pOTB7_F_A02_01_ABIOS Inst Model/Name 3500/3500 Instrument
IRALOOSF10_A8D6_pOTB7_F Apr 13,2018 10:40AM, JST
S/N G:181 A:296 T:169 C:266 Primer A: pOTB7-F KB_3500_POP7_BDTv3.mob Gray line indicates quality value s Apr1i,§%16810:55AM!JST
KB.bcp ; Pts 1837 to 8703 Pk1 Loc:1805 pacing:10.36 Pts/Panel1350
5 AACGCGGCTACAATTAA' ! 3
KB 1418 Cap: ; SATACHTRNCCR Version 6.0 HiSQV Bases: 691  (QV) < 40. Plate Name: 20180413_GNP
T G ) CAAG TTTG TAL : GCAGGCTTGT CGACGGCCAG T T AT CGGTCCTAAGGTAGC
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GAGRCCTEGGTGRBCGAATTOSGCRACGAGGIG AGACTG AGTATTCTACCTTG TAAATAC TGTTAT TTGTATATACTGT TGATGACATCGGTGGGCACT CCGAGCCCG GG
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AACTG GG AACAACCTCAA! VAACCAGACACAGCAC GCAGCGGCCACAGGCCACTGCAGAACA TTAGACTTGCACAGATGATTTCGGACCAT TGATGC TG ACTT
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TGAGGAG? GGTG: g TTGATTGATATTACAGGCAAGAACCAGGATG TETGTGATTGCTTTITGCATGACTGC TGGAGATGTCAACAGAGCTAT TGTTET TETGG
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MACCCAGACACGCATTCCTGGGAGATGGTCGGG!? AGGGAGTCTCAGGC CAGAAGGATGGTGGC CAGACGG TCCAATGAGGAAGGC! ; TCGAG
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ACCGGGACAGAGACTATAGTCG GCGACGTGGEGTGGGCCACC ]
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Applied

Biosystems IRALOO9F10_A8D6_pOTB7_R_B02_02_ABI08 Inst Model/Name 3500/3500 Instrument
IRALOOSF10_A8D6_pOTB7_R Apr 13,2018 10:40AM, JST
SIN Giiar AZ18T07 G221 Primer B: pOTBT-R Pfsqgggri_zc;g&i?Tva.ms Gray line indicates quality value AP 132018 10:85AM, T
bep i . s o oc: pacing:10.3 Pts/Pane
5 TTCATT 4
KB1.4.18 Cap:2 7 GTACTGCAGCCGATTCATIAATGC y/orsion 6.0 HISQV Bases: 689 (QV) <40. Plate Name: 20180413_GNP
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CTTAGGGC TG TTGGGCTGATATATGT TTE GGGEGEBTCCCACCT CECCGCCTCAT CCGTACACCACCAGGGTGAACAGGAGGARAGC AGTGCAGGGCCCH

371 381 391 401 411 421 431 441
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TAGCAAAGTTTCAT TCTTGAATGCAAG? GGGG? TG GAAGGGGGATL AAAAG GAGAAA! ATCCTATA ATAC
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