Genome Network Project_Full ~Length cDNA clone Gene Engineering Division RIKEN BRC

RIKEN_Clone_ID : IRAL0O08G18 Lot#: 7566_BOB7
Vector : pOTB7 Gene UspP2
Accession No. | BC002955.1 2070 bp
cDS 1818 bp
@ Plasmid DNA purification
Date: 20.02.1% Culture : LB (25 ug/ml Chloramphenicol) 5 ml —> at 37 deg C over night
Date: 20,02 . \Y Purification : QIAGEN Miniprep kit —> dH,0 100 ul

@ Digestion by restriction enzyme/Concentrarion calibration

Date : 20,02.[Y

DNA concentration (0.D.): L6 ng/ul
< Size of fragment expected from this clone >
DNA Db ul
Enzyme (BamHI +Bglll ) 0.5+ 0.5 ul BamHI 2.1, 1.9 kb
Buffer H ’ 1 ul Bglll 3.4, 0.6 kb
dH,0 .Y ul BamHI + Bglll 1.6kb (Vector) 1.8, 0.5, <0.1 kb
Total 10 ul
Erectrophoresis : 1% agarose gel, 1x TAE Buffer (D:Marker
Q2 @ @ © ®:uncut
Marker : 2-Log DNA Ladder (NEB#N3200L) ®:BamHI
@:Bglll
®):BamHI + Bglll

@ Adjust plasmid DNA solution to 25 ng/ul

Date : 2. 02.
@ Confirmation of the insertion sequence DNA (6 L ng/ul) 70~ O
10x TE . 59. 7 ul
Date : 20.02.1% dH,0 4?/% ul
Total SCIO‘ I ul
Primer A pOTB7_F
Primer B pOTB7.R @ Shipping

Primer C -
List of http://dna.brc.rikenjp d Conc. : 29 ng/ ug Volume : 4Q U 2

Sequencing /en/GNPclone3en.ht

Primers ml E : 2,&_5 !| E “ I !‘ g

APPROVED BY :
http://dna.brc.rike--.jp/h rdex-htmt




Applied

BiDEvteiis 7566_IRALO0BG18_BOB7_2_pOTB7_F_A02 02 ABI24 Inst Model/Name 3500/3500 Instrument
| 7566_IRALO0BG18_BOB7 2 pOTB7_F Feb 18,2020 09:40AM, JST
S/N G104 AB1T:63C:136  Primer A: pOTBT-F KB_3500_POP7_BDTVAMob  Gray line indicates quality value Feb 18,2020 09:56AM, JST
KBbCp 5:AACGCGGCTACAATTAJ—\TACA’J‘AACC 3 Pts 1773 to 8706 Pk1 Loc:1741 Spacmg1072 Pts/Panel1350
KB1418 Cap:2 Version 6.0 HiSQV Bases: 673  (QV) < 40. Plate Name: 20200218_GNP
TATAG CT €6 GG iTCCAC GTTTGTARCAA 3 GCAGGCTTGT ACGACGGCCAGT CTAT EEG T ECT GGTAGC!
1 11 2% 31 41 51 61 g Vv 91 101 11
BarH1 04tB1 M3 Fiud
1215
o st | m il e
g O Y W/ VA VY WY AW YA VARAT AN TV AL
SAGGCCTGGGTGGCGEGTCAGG CAGG AGCCGAGGCCGGGGAGCCCTC TTCGTCAGC TGGTGCTC CTGCGCCGCGCC GCGCECAGCC GGG ACTCACCCGECAGCTCCATG CT TG
i 121 131 141 157 161 17 181 191 201 7171 221
Vector Bcz‘ib (1)
1210
== |yl h e e A
; VULV WY Al AU AW AU U
THEEE GETTEGAC T CGTECATEE TCECSH GAGGCAGCCCATG AGGCTCCCAG TCCCCACTGAGTGCCACCCTG GGATGTCCCAGCTCTCCTCCACCCTGAAGC GCTACAC C
231 241 25] 261 271 281 291 301 311 321 331
1210
o e et
o WUV YU ) AU A AATE N AP U Y IV AN ANV VUV A
3 ATCGGCCCGCTACACAGATGCCCACTATGCC GTEC GGGCTATGGEGTGECC TACACCCCATCCTCETATG GGGLEC TCTGGCTGCCTCCTTACTG GAGAAG GAGAT erTE 6T
341 354, 361 301 381 391 401 411 421 431 441 451
1210
0 Y
ARG CE BT L A CAG CAG C T T CE P CAC B E G TC EEEGTACE TA TG GE CCCTEETCCCTECETS GACTATCG ADEGCECCEGCEEEETEGETEGRGACCCGACATCALTEGEGGET
461 471 481 491 5:01; 511 521 531 541 557 561
1210
605
0 T L T L Yoy Lo
CGTARAGCGGGCAGAGAGC CAGACCCGGGGTACTGAGCGGCCT TTAGGCAGT GGCCTCAGCGGGGGCAGC
571 581 581 601 611 621 631 641 651 661 671
1210
605
L0 MMJMMM%MM
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Applied

BI osystems 7566_IRAL008G18_B0OB7_2_pOTB7_R_F04_06_ABI08 Inst Model/Name 3500/3500 Instrument
7566_IRAL008G18_BOB7_2_pOTB7_R Feb 18,2020 02:21PM, JST
Primer B: pOTB7-R ) . L. . :
SIN G:104 A:140 T:115 C:128 rimer 5. p / KB_3500_POP7_BDTV3.r.nob Gray line indicates quality value Fe‘b 1.8,2020 03:00PM, JST
KB.bcp 5 GTACTGCAGCCGATTCATTAATGC 3 Pts 1_418 to 129.18 Pk1 Loc:1393 Spacing:11.54 PtsfPanei13§O
KB1.4.1.8 Cap6 Version 6.0 HiSQV Bases: 848 (QV) < 40. Plate Name: 20200218_Mix
5 - : ALA G G_CTGGGT‘C GG CAGCTATGACCATGTGCCAT TTCAT TACCI
1 10 19 28 37 46 55 64 73 82 91 ¥ 100
MI3 rey P1-551
928
g
: APV LAURRLAEGATECAAANL
'CTTTCTCCGCACCCG ACATAGATGCCTEGAGTTTTTTTTTTTTTTTTTT : TTT/ GGGAGCGGGGCCACCACGGGG GGGAG GGG ACGTGGCTCC TGGCGCTAC
118 127 136 Yho 141 154 163 172 181 190 199 208 217
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