Genome Network Project_Full ~Length cDNA clone

RIKEN Clone_ID : IRAL007J21
Vector : pOTB7

Gene Engineering Division RIKEN BRC

Lot#: 7566_A9Gp

@ Plasmid DNA purification
Date : 19 Drlz_q

Date: {90720

Gene SLC1AS
Accession No. BC000062.2 2406 bp
cDS 1626 bp

Culture : LB (25 ug/ml Chloramphenicol) 5 ml => at 37 deg C over night

Purification : QIAGEN Miniprep kit —=> dH,O 100 ul

@ Digestion by restriction enzyme/Concentrarion calibration

Date - 190730
DNA concentration (0.D.): 300 ng/ul
< Size of fragment expected from this clone >
DNA 0.4 ul
Enzyme (BamHI +Bglll ) 0.5+ 0.5 ul BamHI 25,18 kb
Buffer H 1 ul Bglll 3.7, 0.6 kb
dH,0 '7 ~ 6 ul BamHI + Bglll 1.6kb (Vector) 1.8,0.6, 0.3 kb
Total 10 ul
Erectrophoresis : 1% agarose gel, 1x TAE Buffer (D:Marker

Marker : 2-Log DNA Ladder (NEB#N3200L)

@® Confirmation of the insertion sequence
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Date : [9073)
Primer A pOTB7_F
Primer B pOTB7_R
Primer C i
List of http://dna.brc.riken jp
Sequencing /en/GNPclone3en.ht
Primers ml

D@ @6

@:uncut
(3:BamHI
@:Bglll
(B):BamHI + Bglll

@ Adjust plasmid DNA solution to 25 ng/ul
Date: /]0 105

DNA (300 ng/ul) 3.0 ul
10x TE 99 4 ul
dH,0 ER Y
Total ??L o ul
@® Shipping

Conc. : 25 n / 2 Volume : 4 .Q
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APPROVED BY :
http://dna.brc.rikc l._;p/;udcz\.htm}
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7566_IRAL007J21_A9Gp_pOTB7_F_E01_05_ABIOS Inst Model/Name 3500/3500 Instrument
Blosystems 7566_IRAL007J21_A9Gp_pOTB7_F Jul 31,2019 01:39PM, JST
SIN G:17 A:12 T:12 C:27 Primer A: pOTRT-F KB_3500_POP7_BDTv3.mob Gray line indicates quality value Ul 31.201901:54PM, JST
KB.bcp N . . G Pts 1667 to 8533 Pk1 Loc:1635 ) Spacing:10.31 Pts/Panel1350
KB 1.4.1.8 Cap:5 5 AACGCGGCTACAATTAATACATAACL : Version 6.0 HiSQV Bases: 693  (QV) < 40. Plate Name: 20190731 _GNP
TTTGTAC GCAGGCTTGT CGACGGCCAGT CTA Ti CGGETE T GGTAGCGAG
1 a8 21 31 41 51 61 L 81 91 |4 101 ati 1
M13Lwd
1194 : '
.
) u | / | | oA A WA A hu. WAV AAR WA il
GCCTGGG TGGCG TTCIG GC ACG AGGICACAARCTCT GG EGCCCTCC!? GETCCAG TC TECAGEGTGE TG T TACTC CTCAGTCCTAGG CGTCGGGTCCTGGG GG~ GC
21 131 ECORL 141 L51 161 171 181 L8] 201 211 221 231
—> BC000062.2 (L1~ )
1174
: ml hhnhdhhm“unum o A A A
GCGCTCCCAGCCAGCTTCCAGGLCGCT CCCCGGTGCTTCCCATCATGG TGGCCGATCCTCCTCGAGACTCC GGGGCTCGCAGCGGCG GAGCCCACCGCC CG
241 251 261 271 281 291 301 S, 321 331 341

1174

B ummmmlmmmmmnhnnmmmMAMMhhhmmhh mmdmmmnmhlmmnm

GGGGCCTGGCGECTGGCCTCCATCG AGGACC GGCGCGGCAGCAGGLCE GCTACTGCGGTTCCCGGGACCAGGTGCGECGC TGCCTTCGAGCCAACCTGCTTGTGCTGCTGAC
351 361 ITL 381 8L 401 411 421 431 441 451 4¢

1174

o ﬂhmmmhmuﬂdﬂhnuhumnmhlMMJMMNUHL‘UMuhmu |

GTGGTGGCCGTGGTGGCCGGCGTGGCGCTGGEGACTGGG GET GTCGGGGGCCGGGGGTGLCGCTGGCGT TGGGCCCGGAGCGCT TG AGCGCCTTCGTCTTCCCGGGLCGAGC T
31 471 481 491 501 GH 22 531 541 551 561 57

1174

i | Vg - a7y

FETGETEGEGTCTHECTGCGE GATGATCAT CT TG CC GCTGEGTGE GT G
gk 581 =il 601 611 621 631 641 651 661 671
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7566_IRAL007J21_A9Gp_pOTB7_R_F01_06_ABIO8 Inst Model/Name 3500/3500 Instrument

7566_IRALOO?JZLAQGp_pOTB?_R Jul 31,2019 01:39PM, JST

SIN G:18 A:17 T:15 C:23 Primer B: pOTBT-R KB_3500_POP7_BDTv3.mob Gray line indicates quality value Jul 31,2019 01:54PM, JST
D o s TOmCrCCKcomomatecs  LSSbESRGLEt o) T S

X L i .31 i . - CTTT6TT‘ & G 7(:'LJ‘CTGGGTC GS(;Ht.S;lG/CTQTG SC TGT(;OCIC TT’;;’-‘TslzlelCLCTCTTF
1058
il 0 ottt

Ji;szlCGC'CCCGl-BCl TAG TGchTyiELGTTTTIJITTTTTTTT;;;TT T TF';[‘]-'I‘G C'CTC181T?‘TT T'I‘G(llg'i‘l ;‘OGlTCCTC'I‘GszlTG CAGLC szGlT TTTGTC;::;
1058 —t—5 BC000062.2 (~ 2%0()
R e e

CAGCCTC TCLCCCAGAGTCCCTGGGAGTGTTTCT GTTATTGTG GAGGG TAGGGGATCTGGGG ACAGGGTGG GACGTACCATGGGG ACAGG PG GTCACAG AACACACACACAC

. 241 251 261 27 281 291 301 3 321 331 341
1058
il mu h hl ml T
UK ___ N CRARATI VLA VAN A A Ao tnnana s Aarnpanadan hmmm I
N CACAC CACAC CGTGCACAC T CCECCEACARAS TACAGCEGEC \ ATAACCAGCATGGTGTTGT CATCCCCCCAG TGGGGGEC T TTCOCEATGEH
35 361 371 381 391 401 411 421 431 441 451
1058
529
A AN A AR AN ARAA AN A PN A AN AN
STGACCTGTGACCTGCTCCCTGAGACAGGGGAGGLC CAGGC 2AGGTCACGE TGGGGACGCAGCAGTE CATTATT TCTCCATCET TGCTGTITTTE TAGCLC TTGAGTTGGG GAC
461 471 481 491 501 511 521 531 541 551 561
1058
529

0 \MVMMMMWM«A&M%MMWMWWMy

TGAGTG AG CTGGGGGITTITG
a7l 581 891 601 611 621 631 641 651 661 671

1058
529
0 WO A IANANN A~
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