Genome Network Project_Full ~Length cDNA clone

RIKEN clone ID: IRAL007J14

Vector : pOTB7 Gene ARL4D
Accession No.| BC000043.2 1383 bp 1..1383
cDS 606 bp 162..767
@Plasmid DNA purification
Date : (008 23 Culture :LB (25 ug/ml Chloramphenicol) 10 ml —37°C O/N

Date : (¢ g% 24 Purification : QIAGEN Miniprep kit—dH,O 100 ul

@Digestion by restriction enzyme / Concentrarion calibration

Date : (0 DR ZH

DNA concentration (0.D.);_ 16£.30 ng/ul

DNA [ ul
Enzyme (BamHI+Bgl I ) 0.5+0.5 ul
Buffer H 1 ul
dH,0 7 ul
Total 10 ul

Erectrophoresis: 1% agarose gel, 1 X TAE Buffer

Marker: 2-Log DNA Ladder (NEB#N3200L)
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<{Expected digestion pattern from BC000043.2 >

1615, 1569 bp

@ Adjust plasmid DNA solution to 25 ng/ul ~preparation for shipping~

Date : (10§27 Shipped : 25 ng/ul, 40 ul

|Fina| concentration: 25 ng/ul ]

DNA ((£6.20 ng/ul) g0 ul
10X TE 532 ul
dH,0 392.9

Total 32,2




IProjs.-ct : GNP
Sample : IRAL007J14_pOTB7_F.C11_10082610VK
IResult : IRAL007J14_pOTB7_F.C11_10082610VK

System : CEQ System Operator : 2.100826.furu

Instrument : CEQ System (Ver. 9.0.25)
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Project : GNP System : CEQ System Operator : 2.100826.furu
Sample : IRAL007J14_pOTB7_R.D11_10082610VK . Instrument : CEQ System (Ver. 9.0.25)
'Result : IRAL007J14_pOTB7_R.D11_10082610VK

~ o a9 = .
At v Analyzed Data Aot
3.5 f . 1 : 4
i 10 zo ao 40 J & s0 TO a0 a0 100 110 10 130 F 140 160
3.0 qa_," T ACAAATTAA TACOSACT CACTATAGREGABACCE A ONGAT CTMCCACT T TOTACRAG MAMGET GGG TOAGG AAACALACTATAACCATG TECCATTTCAT TACCTETTTCT COB C. cCcCcO ACATAG TGC"I':TCG AGTTTTTTTTTTTTTTTTTITY
" AL

Fluorescence
N
o

1600 2000 25600
Data Points

Analyzed Dgta

an 170 180 190 200 210 220 230 24
3.0 |[TTACAGTTATCAGTCTTTAATAAGTTACRGGC TeCT TAGTTAATAACAATAATACAGAGE ACACACATAGE

.
240 260 270
ATAAAAAGOBATCATGGATCTAGAAATG TAGGGA

Fluorescence
N
Q

0.0 bt e e e ot Ry = I J LA I }_ I g n” N e ) R i WiV e fes A

3000 3500 4000 4600 5000 5500
Data Polnts

Analyzed Data

310 20 aso 340 350 360 aro 380 390 400 410 420 430 440
3.0 2 T CTATG TGAC TG TATTCCTAG GCAGCCTORGG AGAC TCCCCAG TTAGGGAACAG LAGG aGGG GATAGTTATTTCATCCC CACATTCTCC GTCACTTCCATCCCCCCGGCCCCC CcAGC

Fluorescence
N
o

e

PP S SN (S s S G R 1 LSS RS S SRS SR S L.

e B N e "N i_ o -

8000 6500 7000 7500 =lslele) 8500
Data Points

Analyzed Data

480 480 470 4ano ano | 600D 810 610 630 540 BED 8560 670 580
VYWY F AAAAATALGABACAGOO TCOAAOD TAGAG TCACAGT TFACA T TTACGTCTCCACAG TEC TECAGEGCOC AC T IO TCCAGAGAG GATAAGAGAGATA TGCA GACA TC CCA TC TCCCAT

Fluorescence
[
(=]

0.0 Koz — gk MR N L N —_— b L A e 4= l— Jodas it 1 W S T R T T — AV Y e A

[2000 as00 10000 10500 11000 11600
Data Polnts

Thu 08/26/10 13:08:20 Page: 1



Textl

[ GENETYX

Nucleatide Sequence Homology Data |

Date : 2010.08.26

1st Nucleotide

File Name
Seqguence Size

Sequence

BCOQO0042.2.gnu

1383

2nd Nucleotide Segquence
File Name
Sequence Size

IRALO07J14_pOTBT_F.C1

595

Unit Size to Compare = 6
Pick up Location No. = 1

[ 485 / 485 bp]

1

61"

13
gRli

73!
181"
133°
241"
193
301"
253"

361"

421"
373!

481"

ATBACGGTCC

GGGTGTCTGC

RS SRS TS

GGGTGTCTGC

AGCGCGGCTC
Fokh kR Ak ko

AGCGCGGCTC
CCTGCCTCTA
AR

CCTGCCTCTA

CTGCCTCCTC

KK K kR
CTGCCTCCTC
CTGCTGGARA
KRk KWk kK

CTGCTGGARA

CCACCAAAGG

RA e eyt

CCACCABRAGG

CCTTCCRAGT
Fokdk okl kEAA K

CCTTCCRAGT
CCCGCCGGAC
Ak ko k kA Rk

CCCGCCGGAT

110082610V

INT/OFT.Score : < 1940/ 1540 >

TAAGGTAGCG
GGGGGTCTCG
kA Fk kK kA
GGGGGTCTCG
ACGAGAGATA

IERFEEL TR

ACGAGAGATA

CTAGGCGCCT

sAERE RSN

CTAGGCGLCT

CTTCTTGCCC

Kok kR Kk ok k

CTTCTTGCCC

GACCTCCCTC

kA kKR A KK

GACCTCCCTC

CTTCAACACC

Ry
CTTCABCACC
GTGGGACGTC
kKA Kk kK x
GTGGGACGTC
AGACGGTCTA
Wk ok k ok ok ok k ok

AGACGGTCTA

1st Nucleotide Sequence
File Name
Sequence Size

BCOOQ043.2

1383

2nd Nucleotide Sequence
File Name
Sequence Size

IRALO07J14_pOTB7 R.DI11_10082610VK.fasta

611

Unit Size to Compare = 6
Pick up Location No. = 1

[ 471 / 471 bp]

AGGCCTGGGT

CGGGGCGGCT

Hokhk kA KKk
CGGGGECGELT
ACCCAGCTGT
kKK k ok
BCCCAGCTGT
TAGCTCACTA

e LR

TAGCTCACTA

CACTTCCRAG
ok ok ok k

CACTTCCARG
CTTTACCGCC
Kk hor ok kK
CTTTACCGCC

GAGRAAGATCC

vh e R
GAGAAGATCC
GGGGGGCAGSE
Fkk ok ok kA Rk

GGGGGGCAGE

GTGTTTGTGG

kokk ko ok ok ok d ok

GTGTTTGTGG

.gnu

GGCGRATTCG

GCGGTGTTTC

A kK kK KAk
GCGGTGTTTIC
GCTCCCTGGA
Ak kA b A AR
GCTCCCTGGA
TGGGGAACCA

e

TGGGGAACCA
CCCTGCATGT
ok ek kW kK
CCCTGCATGT
TCAAGTTCARA
Hokk kK kK Kk
TCAAGTTCAA

GGGTGCCCCT

Hewwdkoa
GGGTGCCCCT
AGRAGCTGCG
Kok ok ok ok Kk
AGAAGCTGCG
TGGACGCTGEC
Kok h ok ko ok ok

TGEGACGCTGEC

INT/OPT.Score @ « 18684/ 1884 >

K.fasta

TG

GCACGAGGTG

BCCGGGARAG

F ko Kk ok ok kR K

ACCGGGARAG

ACCTTCAATT
kR Kk Kk

ACCTTCAATT

CTTGACTGAG

arrdbrrees

CTTGACTGAG

CGTGGTCATT

H ok k ok kW kK

CGTGGTCATT

GGAGTTTGTC
Foh kR K ERK

GGAGTTTGTC

CGGGGGATCG
bbb Rl
CGGGGGATCG
ACCACTGTGG
Rk kA kd ko

ACCACTGTGG

GGAGGCTGAG

IR RN E Y

GGAGGCTGAG

GAGGCGCGGT

GAGGCGCGGT

GCTCGAGGAG

[ER RT3

GCTCGAGGAG

TCAAGGCCTC
Ak A KAk Kk

TCAAGGCCTIC

ATGGCGCCCA

RDeRe SN
ATGGCGCCCA
GGGCTGGACT
Kk kk ok
GGGCTGGACT
CAGAGTGTCC
Fok ok kk ok K ko

CAGAGTGTCC

CGTGGCATCA

sk na b a
CGTGGCATCA
CGCTCTTATA
Sk ok ok Rk ok
CGCTCTTATA
CGGCTGGAGG
ok

CGGGG

(Complementary}
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901’
hihy
961"
50"
1021
110"
1081
17om
1141°
230"
1201
290"
1261°
350"
13217
410"
1381

470"

TGGGGTGTCC

ATCTCTCTCA
Fh kA KAk

ATCTCTCTCA
CTGTGACTCT

thbbE e

CTGTGACTCT

GATGTGTTTG
Yk ok ok ok ko k ok ok

GATGTGTITG
TATCTCCCCT
kkk kDA kAR K
TATCTCCCCT

CCAGTCACAT

stravivers
CCAGTCACAT
GTAGATCCAT
Ak oh kN Ak k
GTAGATCCAT
TTTTTAGCAT

Ak kk k kX oAk h

TTTTTAGCAT

ARA
ok

ABACTCGAGG

CGTTTTGSTG

L2 E ARl
TTTTTGGTG
TCCTCTCTGG
LR s R A
TCCTCTCTGG
ACCTCGACCC

wvikierbeay

ACCTCGACCC

GGGGCGEGGE
Kk hkk ok ok ok ko

GGGGCGGGGG

TCCTCTGTCC
Ak Ak Rk F KKK

TCCTCTGTCC

AGTTTTTATT

Thhr et

AGTTTTTATT

GACCCTTTTT
kK ke

GACCCTTTIT
TTGCCTGTAA
Kk Rk kAR AT

TTGCCTGTAR

CATCTATGTC

CCACRCTGGG

AHkhok kAR KK

CCACACTGGG

AGAAGTGGGC

Wk ko kA Kk
AGAAGTGGGC
TGTTTCTTAT

ArrErr RN

TGTTTCTTAT

GATGGAAGTG
Hh xRk ok kdok &

GATGGARAGTG
CCCARCTGGG
RE R R I

CCCARCTGGG

TTTGTGTCTG

ke

TTTGTGTCTG

ATRAGCTGETG
Kkt ko kkk

ATBAGCTGTG
GTTATTAARG

ok ok e ek kK ok

GTTATTAARG

GGGTGCGGAG

GTGGGGATGG
kA Kk k ok

GTGGGGATGG
GCTGCAGGAC
Rk R Kk kWK
GCTGCAGGAC
TTTTCTTCTC

srsdrewe vy
TTTTCTTCTC
ACTTGGAGAA
Kok Rk Kk ke
ACTTGGAGAA
GAGTCTCCCC
ok Rk hk K kK
GAGTCTCCCC

TGAAAGTGCC

Prerrh b
TGARAGTGCC
TGTGTCCTCT
SRR E SRS N
TGTGTCCTCT
ACTGATAACT

*kk ok ok ok kX K

ACTGATAACT

ARAGAGGTAA

[

GAGATGGGAT
Hk kK kKK Kk

GAGATGGGAT

TGTGGAGACG

Sk kR K
TGTGGAGACG
TGGCTARRAA

rxrp b e
TGGCTAARAA
TGTGTTTGGG
Hok ok ok Rk
TGTGTTTGGG
AGGCTGCTTT
Fokok ko ko k K

AGGCTGCTTT

AAGAACCCCT

taddbredsad

ARGAACCCCT

GTATTATTGT
hkkk xR A
GTATTATTGT
GTAAAARRDA
Hok kA Kk K

GTARAARARA

TGAAATGGCA

GTCTTTGCAT

Kok kok ok kK ok E ok
GTCTTTGCAT
TAAATGTAAR
Hohokk ko kk
TAAATGTARA
TTTTTAATTG
B e
TTTTTAATTG
ATGAAATAAC
ek kK kK Rk
ATGAAATAAC
TCTAGGAATA
ok ek ko Kk ok
TCTAGGAATA
CCCCACATTT
crasadbires

CCCCACATTT

TATTAACTAT

Kk kK Kk kK
TATTAACTAT
AARADBANANRA
CEFh ok hk Nk

ARAARRARRR

CATGGTCATA
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