Genome Network Project_Full ~Length cDNA clone

RIKEN_Clone_ID : IRALO0O7F05

Vector : pOTB7 Gene KHDRBSH1
Accession No. | BC000717.1 1795 bp 1..1795
cDS 1332 bp 115..1446
@ Plasmid DNA purification
Date : (20620 Culture : LB (25 ug/ml Chloramphenicol) _10 ml > 37°C O/N

Date: (2067 | Purification : QIAGEN Miniprep kit —> dH,O 100 ul

@ Digestion by restriction enzyme/Concentrarion calibration

Date : 2062 | _
DNA concentration (0.D.): 44 ng/ul
DNA 05 ul
Enzyme (BamHI + Bglll) 0.5+ 0.5 ul
Buffer H 1 ul
dH,0 7.9 ul
Total 10 ul

Erectrophoresis : 1% agarose gel, 1x TAE Buffer

Marker : 2-Log DNA Ladder (NEB#N3200L)
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<{Expected digestion pattern from BC000717.1 >

1615,..1100, 433, 262 bp

@ Adjust plasmid DNA solution to 25 ng/ul ~preparation for shipping~

Date : 20626 Shipped : 25 ng/ul, 40 ul
DNA (__ 94 ng/ul) 84.0 ul
10x TE 31.6 ul
dH,0 200.2, ul

Total 315.8 ul




Applied IRALOO7F05_pOTB7_F_C04_07 Inst Model/Name 3500/3500 Instrument

Biosystems :
Yy IRALOO7F05_pOTB7_F Jun 22,2002 11:27AM, JST
SIN G:341 A:175 T:185 C:250 KB_3500_POP7_BDTv3.mob Jun 22,2002 11:54AM, JST
KB.bcp Pts 1375 to 12754 Pk1 Loc:1352 Spacing:11.32 Pts/Panel1350
KB 14.1.8 Cap7 Version 5.4 HiSQV Bases: 992 Plate Name: 20120622_kitaku-GNP
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AR Applied

IRALOO7F05_pOTB7_R_D04_10

Inst Model/Name 3500/3500 Instrument
Biosystems IRALOO7FO05_pOTB7_R _ Jun 22,2002 11:27AM, JST
S/IN G:36 A:26 T:37 C:27 KB_3500_POP7_BDTv3.mob Jun 22,2002 11:54AM, JST
KB.bcp Pts 1372 to 12940 Pk1 Loc:1349 Spacing:11.4 Pts/Panel1350
KB 1.4.1.8 Cap:10 Version 5.4 HiSQV Bases: 447 Plate Name: 20120622_kitaku-GNP
GCCCTT GGC TIA CCG T TAC GACTC(ACTATAG G G AG /IC'AG.G.CAG ATC TACCACT TTGTACAAGARRGC TGG G GG7 CLGCTATGACCATGTGCCATT ,_.n.._:_..}ﬁ._
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B
/152 Applied IRALOO7FO5_GNP42_E04_13 Inst Model/Name 3500/3500 Instrument

%0 Biosystems
y IRALOO7F05_GNP42 _ Jun 22,2002 11:27AM, JST
S/N G:309 A:291 T:369 C:259 KB_3500_POP7_BDTv3.mob Jun 22,2002 11:54AM, JST
KB.bcp Pts 1379 to 13002 Pk1 Loc:1356 Spacing:11.34 Pts/Panel1350
KB 1.4.1.8 Omv 13 Version 5.4 HiSQV Bases: 1012 Plate Name: 20120622_kitaku-GNP
4 ! \ T AR nm_.n. CTT CTGT TTATAT T CAAC \ G ALGCAT CTACACACT TAAAAAATT IT'TCAATATTCCT ATCTATTTTAACT CAT TT TAAA B
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IGGCCTAGCAGGAGGGGCCTTCAGCGACGGCCTGGTCCCAT CCAGTCGTCCTGGCCAT GCTTCAT G T CT-TG CCTCCCCATGTCCATAGTCATAAT I'TCTG m__.m
343 352 361 370 379 388 397 406 415 424 433 442 451

CCCCTTGACTCTGGCTG TAGCCTTCGTI CCTTCGT CTT TGTTCTGCGTATGTATCATCATATC CATATTCT TCATATGTTTCT GGTGCAGGAGGTGGAGGC .00._
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ITICCTCTGGATGCCCGC TGTCCGTGCTCTTGGTGCTGG AGC _CCTCACAGTAGGTGGGGGTGGCACGCCTCGAGTCACAGT GGCACC IGGTGATGGCTCCCCTTA(
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