Genome Network Project_Full ~Length cDNA clone Gene Engineering Division RIKEN BRC

RIKEN_Clone ID : IRALO06K15 Lot#: 7566 B1Ka
Vector : pOTB7 Gene DHFR
Accession No. | BC000192.1 2851 bp
cDS 564 bp
@ Plasmid DNA purification
Date : 202101 Culture : LB (25 ug/ml Chloramphenicol) 5 ml —> at 37 deg C over night
Date : 2021 41,12 Purification : QIAGEN Miniprep kit —> dH,0 100 ul

@ Digestion by restriction enzyme/Concentrarion calibration

Date : 202.1/.12

DNA concentration (0.D.): 206 ng/ul
< Size of fragment expected from this clone >

DNA 05
Enzyme (BamHI +Bglll ) 0.5 + 0.5 ul BamHI 2.7, 20kb
Buffer H 1ul Belll 24, 23 kb
dH,0 Y5 BamHI + Bglll 1.6kb (Vector) 19,08, 04 kb
Total 10 ul
Erectrophoresis : 1% agarose gel, 1x TAE Buffer VOB @ 6 %frna::fr
Marker : 2-Log DNA Ladder (NEB#N3200L) 3:BamHI
@:Bglll
(B:BamHI + Bglll
ko) I
J0 — |
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@ Adjust plasmid DNA solution to 25 ng/ul

Date : 22| | 1.15

@ Confirmation of the insertion sequence DNA (206 ng/ul) 35" o ul
10x TE 70.0 ul
Date : 2021(,]),]2. dH,0 /54 ul
Total 700, #
Primer A pOTB7_F
Primer B pOTB7 R @ Shipping
Primer C -

List of http://dna.brc.riken,jp |!iConc. - 25 ng/ U 2. Volume : 40_‘4 2

Sequencing /en/GNPclone3en.ht
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Applied

Biosystems 7566_IRALO06K15_B1Ka_pOTB7_F_G02_20_ABI24 Inst Model/Name 3500/3500 Instrument
7566_IRALO0BK15_B1Ka_pOTB7_F Nov 12,2021 02:52PM, JST
SIN G:55 A:84 T:47 C:56 Primer A: pOTB7-F KB_3500_POP7_BDTv3.mob  Gray line indicates quality value Nov 12,2021 03:08PM, JST
KB.bcp . Pts 1727 to 8683 Pk1 Loc:1695 Spacing:10.44 Pts/Panel1350
5 AA YCTACAATTAATACATAACC : 7} < A
KB14.18 Cap:20 s I e Version 6.0 HiSQV Bases: 678 (@) < 40. Plate Name: 20211112_KatoClone
TAG CTCGAAGGI!TCCACAAGTTTGTAC GCAGGCTTGTA: .CGACGGCCAGT CTAT CGGTCCT GGTAGCG A(
5 Vi
1 11 21 3 41 BWMHI 1 att5161 71 MB fgfﬂ, 91 101 g
990
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353 GCCTGGGTGGCG TTCIGGCACG AGGICTTG ACCGCGCGEGTTCTGCTGT CGAGCGGGCTCGG AGGTCCTCCCGCTGCTGTCATGG TTGGTTCGCT CTECATCGTCGETGT
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GTCCCAG CATGEECATCGGC CEGEGACCTGECET GG CCACEGC/ TCAGEAATE TTCAGATATT TCCA GAG TGACCA C2 CETCTTEACTAGA AGGT CAG T
231 241 251 261 271 281 291 301 311 321 2310 341
990
0]
CTGGTGATTATGGGT GACCTGGTTCTCGCATTCET GAG G TC GACCTTT GGGTAG TT TTTASTTCTECAGC AGAGAACTE GG ESTECRE GGAGC(C
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TEATTT NGT TTCENG GTCTAGATBSAT GCET T i CTTACTGAAC cca G BT T GC L AT A GCTAGACATGGTCTGGATAG TTGETE GE BTTCTGSTTTAT . GG
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1
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. GCCATG TCACCCAGGECATC TT? ACTATTT GT G ;
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Applied

Biosystems 7566_IRALO06K15_B1Ka_pOTB7_R_H02_23 ABI24 Inst Model/Name 3500/3500 Instrument
7566_IRALO0BK15_B1Ka_pOTB7_R Nov 12,2021 02:52PM, JST
S/N G:42 A:74 T:55 C:62 Primer B: pOTB7-R KB_3500_POP7_BDTv3.mob Gray line indicates quality value Nov 12,2021 03:08PM, JST
KB.bcp 5 GTACTGCAGCCGATTCATTAATGE 3 Pts ?747 to 8796 Pk1 Loc:1715 QV) < 40 Spacing:10.69 Pts/Panel1350
KB1.4.18 Cap:23 Version 6.0 HiSQV Bases: 645 E ’late Name: 20211112_KatoClone
\GAT CTACEACT T TG TACAAG RBAAGCT G GGTCAG G CAGE TATG cc TG TGCCAT TTCATTACCE
1 11 21 31 41 51 i 91 101 p 111
894
M\/VW\M\/\ANWW\/W\JW\A
0
CTTTCTCCGCACCCGACATAGATGCCTCGAGITTTTT T TTTTTTTTITTTTTACT TT TGCTTTATCTTCAATGAACTTCTTTCE TCCCCCARAT O GG CRATAAE T
121 131 X‘WOI 151 161 171 181 191 201 211 221
- S—T—7 BC000192.1 (~ 285))
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