Genome Network Project_Full ~Length cDNA clone

RIKEN_Clone_ID : IRALOO6AO01
Vector : pOTB7

@® Plasmid DNA purification
Date : [802-[ H
Date : | 807—[‘6

Gene Engineering Division RIKEN BRC

Lot#: 7566_A8B9

Gene C9orf28
Accession No. | BC000122.1 2383 bp
cDSs - bp

Culture : LB (25 ug/ml Chloramphenicol) 5 ml —> at 37 deg C over night

Purification : QIAGEN Miniprep kit —> dH,O 100 ul

@ Digestion by restriction enzyme/Concentrarion calibration

Date : | & O'}'b

DNA concentration (0.D.):

6q ng/ul

DNA \.7 ol
Enzyme (BamHI +Bglll ) 0.5+ 0.5 ul
Buffer H 1l
dH,0 b2
Total 10 ul

Erectrophoresis : 1% agarose gel, 1x TAE Buffer

Marker : 2-Log DNA Ladder (NEB#N3200L)
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@ Confirmation of the insertion sequence

Date : 180)_.2'?

pOTB7_F

Primer B pOTB7 R
[ Primer C : Poly(A) region primer #33

Primer A

List of http://dna.brc.riken jp
Sequencing /en/GNPclone3en.ht
Primers ml

< Size of fragment expected from this clone >

BamHI 3.9, 0.3 kb
Bglll 4.2 kb
BamHI + Bglll 1.6kb (Vector)

23,03 kb

BonHL+Bg|T
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@ Adjust plasmid DNA solution to 25 ng/ul
Date : /£030 §

DNA ( 59 ng/ul) L0.0
10x TE [ X ul
dHZO ?0. O ul
Total /fj‘f ul
@® Shipping

|!iConc. - 25 ng/ U .Q. Volume : 40_2 Q
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Applied IRALOOBAQ1_1_A8B9_pOTB7_F_F06_18_ABI24 Inst Model/Name 3500/3500 Instrument

' Biosystems IRALOOBAO1_1_A8B9_pOTB7_F Feb 26,2018 10:47AM, JST
SIN G341 A467 T289 C:591 |, . KB_3500_POP7_BDTv3mob  Gray line indi . Feb 26,2018 11:04AM, JST
KB.bcp RETE DO Pts 1720 to 8652 Pk1 Loc:1688 Heates quality valie Spacing:10.42 Pts/Panel1350
KB1.4.18 Cap:18 5 AACGCGGCTACAATTAATACATAACC 3 Version 6.0 HiSQV Bases: 722 @QV) < 40. Plate Name: 20180226_GNP
CTATAG AACT CG AAGG /T CCACAAG TTTGTACAZ AGCAGGC TTGT CGACGG CCAGTAACTATAACGG TCCTAAGGTAGCGH
1 11 21 31 BM:\HI 51 attBl 61 T ﬂIB “PWELSI 101
| 1066
(b a0 MNV\NW\/\/\N\/\/\/\NVM Il
0
GGCCIGGGTGGCG ATTCIGGCACG GGC“GCGGCGCCGGC CCTGCCGCCTGGGCCCCGGGCCCGGCCCC TCCCGCGCCGCCCGGGCG TGAG GCTGC TTCTGCGTGAG
121 Ele 131 141 151 161 15T 181 191 201 st 221
LG l ‘ VC{O BCoool22-1 (
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CGGAGCCGGG ACCCGEGCCGCCGCCGCAGCCACCGCCGCCGLCGLCCCCAGCGGGG CAGACCAGTCCACCATGCCTG WG TCA; GACCTCETCAG GCCTTGCCAG CGTCAH
231 241 251 261 2], 281 291 301 kS e 321 33T
533
Aﬂuhhhunhnuhnuhhnhﬂuhnnuuudhnhuuuuhﬂuﬂhnnndnunhhuﬂﬂuunnnn
TG GAT CCCATCACGG GACGTCEGEGETEGET G CET TETCEGGRAARACCGAGLC QCGACAGGCETATGAC GT TGCACAGACAGCAGATGGTGTGGAT GCTGACCTC TGGA GACGGC
341 35T 361 37 381 391 401 411 421 431 441 45
T T2 T CHET EETTACCAGATACCET ' GTET TTCA G GATC TTTTCMC-i-v'G' 4 \TAGTCATCTGGGG? -CGTGTT'GT GATATG GCTCATTGACATC GG ACACQ
1 461 471 481 491 501 S 521 531 541 551 561
| 1066
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CETGC CTGETGE GGCTTCATCCE
571 581 591 601 611 621 631 641 651 661 671
1066
70 X
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Applied

Biosystems IRALOOBA01_1_A8B9 pOTB7_R_G06_21_ABI24 Inst Model/Name 3500/3500 Instrument
IRALOO6A01_1_A8BY9_pOTB7_R Feb 26,2018 10:47AM, JST
S/N G:63 A:103 T:94 C:127 Primer B: pOTBT-R KB_3500_POP7_BDTv3.mob Gray line indicates quality value Feb 26,2018 11:04AM, JST
KB.bcp Pts 1725 to 8707 Pk1 Loc:1693 ipacing:10.59 Pts/Panel1350
KB 1.4.1.8 Cap:21 5 GTACTGCAGCCGATTCATTAATGC 3 Version 6.0 HiSQV Bases: 225 (QV) < 40. Plate Name: 20180226_GNP
CTATAGG GAGACCG G CAG ATCTACCACT TTG TA(AAGAAAGCTGGGTCAGG AAACAG CTATG ACCATGTGEC CATTTCAT TACCTC
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233 241 249 257 265 273 281 289 297 305 313 321 329 337
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E éig?;(lsi%ms IRALOOBAO1_A8B9_1_GNP33_E03_15_ABI24 Inst Model/Name 3500/3500 Instrument
IRALOOBAOT_A8BY_1_GNP33 Feb 27,2018 10:07AM, JST
SIN G:248 A246 T:144 C:209 poi (- o KB_3500_POP7_BDTv3.mob Grav line indicates quality value Feb 27,2018 10:22AM, JST
KB.bcp imer C Poly(A) region primer #33 Pts 1758 to 8706 Pk1 Loc:1726 y L pacing:10.58 Pts/Panel1350
KB1418 Cap15 5 TTTTTTTTTTTTTTTTTTTT AAA 3 Version6.0 HiSQV Bases: 729 @QV) < 40. Plate Name: 20180227_GNP
1 TT GAATACAGAC ' CACACAG TGG RCTT CLCE T TG ©§C G T~:C GAGTCACCTTG TAAATAT GCAGCGGGGE ACGTCATCCECT
il 11 21 31 41 B 6l i 81 91 101 1.3
196 BC000122.1 ( ~ 230‘1)
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CAGTGGCCAGAGGGCTCGTGGAGAARAGTACTCTCCC HGACAG CGCTCTCAAT TCECTAGGTTTGAGCCEAG AGTTITCATGCCTCAGT TECTCCTGCACBAGECCECACTCH
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1126 l
I ‘ g | l ﬂ I i ﬂ“m il
= Dl 0l 0 A AV A A DA A o A
GG TGGGL TTATACACACGCATGTGC GTGCACACACACACATAT CACACACACACACACAGGCACATGCTTGTCCTCACCECACCTC TCAG G GC T8 TGGTA(
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