Genome Network Project_Full —Length cDNA clone Gene Engineering Division RIKEN BRC

RIKEN Clone_ID : IRAL0O05019 Lot#: 7566_BOGd
Vector : pOTB7 Gene SLCO3A1
Accession No. BC000585.2 2730 bp
CcDS 2079 bp
@ Plasmid DNA purification
Date : 2020.07. 2 | Culture : LB (25 ug/ml Chloramphenicol) 5 ml —> at 37 deg C over night
Date: 2020.07.22 Purification : QIAGEN Miniprep kit —> dH,O 100 ul

@ Digestion by restriction enzyme/Concentrarion calibration

Date : 2020.07. 22

DNA concentration (0.D.):__ 11 ng/ul
< Size of fragment expected from this clone >

DNA 0.5 ul

Enzyme (BamHI +Bglll ) 0.5+ 0.5 ul BamHI 4.6 kb

Buffer H 1 ul Belll 2.7, 1.9 kb

dH,0 7.5 ul BamHI + Bglll 1.6kb (Vector) 27,03 kb
Total 10 ul

(D:Marker
®@:uncut
@):BamHI
@:Bglll
®B:BamHI + Bglll

Erectrophoresis : 1% agarose gel, 1x TAE Buffer

Marker : 2-Log DNA Ladder (NEB#N3200L)
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@® Adjust plasmid DNA solution to 25 ng/ul

Date : 2020.0 f.08

@ Confirmation of the insertion sequence DNA (9% ng/ul) 3.0 ul
10x TE 4 F
Date : 2020.07.29 dH,0 294 f__ul
Total (#4 0 ul
Primer A pOTB7_F
Primer B pOTB7_R @ Shipping
Primer C =
List of http://dna.brc.riken jp Conc.: 25 ng/ U @, Volume : 40 ¢ @
Sequencing /en/GNPclone3en.ht
Primers ml Eg Egé !‘ g “ i !! g

APPROVED BY :
http://dna.brc.rikc l.jp.’/;l ydexhtmi




Blgggl('s?t%ms 7566_IRALO05019_B0Gd_2_pOTB7_F_A02_02_ABI24 Inst Model/Name 3500/3500 Instrument

7566_IRAL005019_B0Gd_2_pOTB7_F Jul 29,2020 01:43PM, JST
SIN G:527 A:449 T:274 C:653 Primer A: pOTB7-F KB_3500_POP7_BDTv3.mob Gray line indicates quality value Jul 29,2020 01:57PM, JST
KB.bcp i Pts 1845 to 8428 Pk1 Loc:1813 Spacing:9.81 Pts/Panel1350
KB 1.4.1.8 Cap:2 5 AACGCGGCTACAATTAATACATAACC Version 8.0 HiSQV Bases: 647 (QV) < 40. Plate Name: 20200729 GNP
CAAG TITTGTALCE : ARGCAGGLCTTGT? ACGACGGCCAGTAACTATAACGGTCCT: GiG-T

1 10 19 28 37 46 atf‘Bl 64 T3 MIB 'FW‘L 82 v 91 100
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.GCG-GGCC'I‘GGGTGGCG-'.TTCIGGC.CG G@GGGGCG AGCGGG LGCGGCAGCGGCGGCGGCEGGLGEGGLGGCGEGGCGGGGEG GGATGCAGGG G ! AAGCCGGGCGGTTC!H
109 118 EC&EI 136 145 154 163 172 181 180 199 208 217

1220 Vector BC090585.2 (1~)

- mnlmlmhnuummmmlumhnummmmmmmmmnuhdhhuhx_hih.mhuhu

GTCGGGCGGLGGCLCGGAGCGGCG AGCTGCAGGG GG ACGAGGCGCAGAGG A e GGTGTCCTGC TTTTCCAACATCAAGATCTTCCTTGTGTCCGAGTGCGY
226 235 244 253 262 271 280 289 298 307 316 325 33

1220

T M[W\WMVW\AN\N\A ) thmﬂmm uln

CCCTGATGCTGGCGCAGGGCACGGTGGGCGCCTACCTGGTGAGCGTCCTGACCACCC TG GAGCGTAGGTTCAACCTGCAGAGCGCTGACGTGGGTGTGATCGCTAGCAGC TTCGA
4 343 352 361 370 379 388 397 406 415 424 433 442

1228
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GATCGGGARCC TGGCGCTCATCCTCTTCGTGAGCTACT TCGGGGCACGCGGGCACCGGCCGCGCCTGATCGEGC TGCGGCGGCATCGTCATGGCGLCTGGGLGCGCTGCT
451 460 469 478 487 496 505 514 523 832 541 550

1220
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. Applied

> Biosystems 7566_IRAL005019_B0Gd_2_pOTB7_R_B02_05_ABI24 Inst Model/Name 3500/3500 Instrument
7566_IRAL005019_BOGd_2_pOTB7_R Jul 29,2020 01:43PM, JST
SIN G:162 A:240 T:208 C:270 Primer B: pOTBT-R KB_3500_POP7_BDTv3.mob Gray line indicates quality value  Jul 29.2020 01:57PM, JST
KB.bcp Pts 1847 to 8455 Pk1 Loc:1815 5 Spacing:9.83 Pts/Panel1350
KB1418 Cap5 5 GTACTGCAGCCGATTCATTAATGC 3 Version 6.0 HiSQV Bases: 618 (QV) < 40. Plate Name: 20200729_GNP
TCTACCACTTTG TACAAG ARAGCTGGG TCAGG ARACAGCTATG CC T& TG ECEATT TCEAT
1 10 19 28 37 16 55 73 91
pttL i3 rev PT-feel
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TAECTETTTETECEE CAGE E6 ACATAG ATGCETECS AGIT TTTT TTTT T TT T DT T TTT T T TTTI -' 3 ATAGTGC T TTTE2 TAATTTTCAGCAARACGTACAGTATG
109 118 127 136 Xho‘l 181 190 199 208 217

" BCoooss5.2 (~2730)
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AGGAGGTAGAGGGATGGGTGGAAGGGAATTTGCACACCAGGTCAGCATG
451 460 469 478 487 496

9 568 5% 586 595 604 613 622 631 640 649 658
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