Genome Network Project_Full ~Length cDNA clone Gene Engineering DivisionRIKEN BioResource Center

RIKEN Clone_ID : IRALOO5F18 Lot#: 7566_ATH3
Vector : pOTB7 Gene CLDN4
Accession No. | BC000671.2 1703 bp
cDSs 630 bp
@ Plasmid DNA purification
Date: \708%07 Culture - LB (25 ug/ml Chleramphenicol) 5 ml -> at 37 deg C over night
Date: (70%03 Purification : QIAGEN Miniprep kit => dH,0 100 ul

@ Digestion by restriction enzyme/Concentrarion calibration

Date ; |70808

DNA concentration (0.D.):___ 141 ng/ul
< Size of fragment expected from this clone >

DNA g.b ul

Enzyme (BamHI +Bglll ) 0.5+ 0.5 ul BamHI 3.2, 0.2 kb

Buffer H 1ul Bgill 3.4 kb

dH,0 7.4 ul BamHI + Bglll 1.6kb {Vector) 1.6, 02 kb
Total 10 ul

Erectrophoresis : 1% agarose gel, 1x TAE Buffer

Marker : 2-Log DNA Ladder (NEB#N3200L)
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@ Adjust plasmid DNA solution to 25 ng/ul

Date : {7082

@ Confirmation of the insertion sequence DNA (1Y% ng/ul) R2.0 ul
10x TE #85  ul
Date : 7097 dH,0 %74l
Total 468 .‘( ul
Primer A pOTB7_F
Primer B pOTB7.R @ Shipping

Primer C -
List of http://dna.bre.rikenjp d‘ Cone. : 29 ng/ (82, volume:4Q 19

Sequencing /en/GNPclone3en.ht

Primers ml e — EE‘ i Q, Mool i Q

APPROVED BY :

http://dna.bre.rikenjpindexhtmd



é ) Applied
H % Bi osyst ems IRALOO5F18_A7H3_pOTB7_F_E09_05_ABIO8 Inst Model/Name 3500/3500 Instrument

IRALOOSF18_A7H3_pOTB7_F Aug 17,2017 09:32PM, JST
. . o - Pri - A 7 ’ 5 5 . .
S/N G:150 A:100 T:120 C:189 rimer A: pOTB7-F KB_3500_POP7_BDTv3.mob Gray line indicates quality value Aug 17,2017 09:47PM, JST
KB.bcp 5 AACGCGGOTACAATTAATACATAACE 5 Pts 1668 to 8506 Pk1 Loc:1636 Spacing:10.44 Pts/Panel1350
KB1.4.18 Capb S SR Version 6.0 HiSQV Bases: 686 (QV) < 40. Plate Name: 20170817_MGE_GNP
f CTATAGAACTCGE ARG GATCCACAAG TTT GTAC GCAGECTTGT CGACEGCCAGTAACTATAACGG TCCTAAGGTAGC GAG)
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3CCTGGGTGGCGAATTC[6GCACGAGG[EGCAGCTGTCGGCTGE CTGGTCTGCTCACAC TTGC TGGCTTGCGCATCAGGACTGGCTTTATCTCCTGACTCACGS TGC
21 ECORI 131 141 151 161 171 181 191 201 #ii 221

BC000671-2( 1
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GGTGCACTCTGCG CGTT GLCECETCEECCAGCGL TTGE TCCTACGGCCCCCACAGCCGGATCCCCTCAGCCTTCCAGGTCLTC CETCCCG CEGGALGETG TGGC
231 241 251 261 234 281 301 311 321

= by

CTCCATGGGGCTACAGGT TGGGCATCGLGCTGGECCGTCCTGGGC TGGC TG GCCGTCATGCTGTGCTGCGCGCTGCCCATGTEGGCGCGTGACGGCCTTCATCGGLEAGCAAC
341 351 361 371 381 391 401 411 421 431 441 45]
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TTBT CACCTCGCAGACCAT CT GGG AGSGCCECTATG GATG CTGCGTGGEGTGCAGAGCACCGGC CAGATGCAGTGC GGTGTACGACTCGCTGCTGGCACTGCCGCAGG
L 461 471 481 491 501 511 521 531 541 551 516
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CCTGCAGGCGGLCCCGCGCCCTC
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&% ik hset%ms IRALOO5F18_A7H3_pOTB7 R_F09_06_ABIO8 Inst Model/Name 3500/3500 Instrument
¥ IRALOO5F18_A7H3_pOTB7_R Aug 17,2017 09:32PM, JST
SIN G:67 A:85 T:74 C:103 Primer B: pOTBT-R KB_3500_POP7_BDTV3Mob  Gyay line indicates quality value Aug 17,2017 09:47PM, JST
KB.bcp Pts 1675 to 8567 Pk1 Loc:1643 Spacing:10.44 Pts/Panel1350
KB1.4.1.8 Cap6 5 GTACTGCAGCCGATTCATTAATGC Version 6.0 HiSQV Bases: 656 (QV) < 40. ate Name: 20170817_MGE_GNP
] .G ATCTACCACTT TG TAC G GCTGGGTC GG CAGCTATGACCATGTGCCATT  TCATTACC T:CT
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TP ECTCCE CACCEE ACATAGATG CO TS AGITPTT T DT T T T TTT T T T T TT I T TTCC TG TG CACAGG T CCCATT T'TATTGT 4 TTACAGTGATG TAGCTC
124, 131 Xho@l 151 161 171 181 1971 201 211 221
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CCOTCLECCCACCACT GE CL! CGETEGTTT
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GGGGCAGAGGACTC GGG GATCAGTCTCCAGGGGCCCTGGGCTGARAAGCGGGTG AGGC ?? GTCCTGAGGCCACAGAGCTGGGC CCTGAGCCGCCTCTCTGGCC

371 381 391 407 411 421 431 441 4

G (BcoootTh-2)
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CAGCACCTTCGCCCCTCCCCTCT ACCCGTCCATCCACTCTGCACT TCCCAGGCAGGTGG GTGGGCL GGECE TCAGCCATA/
481 491 501 Bll 521 531 541 551 56l
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